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olyticus) FAIEZINEE (V. splendidus) J2 & i V4 BE A
PR A A 2 4 R B A T S 9 R TR, Prado
EOTER T V. neptunius W VIAE R B0 T8 £ 41 15
HHCREIET: . AR IR T W B =00 %
WA 24 R SR T G, H AR 1Y) 2 05 S IR R
R TR A A A

A SIS SCHG VAN B O R P i
AL A IBSE T LG, HE T 16S rDNA BEkE L
PESE A AT T 98 SCUG TR 40 B A TR RV S5 A SRR AR
i — 20 R &) B 51 3% AL 2 b oy B AR AR A A
My PRI, IR0 HHE AT T BOw T DA S S g
B E R BE S B S R P A AT S AT R
FR R R S
1 MEETE
1.1 %hHiEs

2021 F B ZAE W LR N VG VL3758 Fe g 7 S
WA R EEE o JEE KRR K, EE 28~
31°C, #hJF 18~25, 2 H % 8~10 4~ /mL.
ZHKi24h G B Z DB R, FFRERSEHE4S
W (Isochrysis galbana), H 3K, #HR%EEG
1x10° ~/mL; Pl 4 A, RS AR A
FhB AL, HEM 3~5 ., & HHK 1K,
BERHK 1/3~1/20 HHREE 1 IRENEAEZ K 5 25~
30 h it 47, DUJESE 2~3 HAERL 1 k. ghisekik
F| 180 um B, HECHLIIEVEHENHT, AF
TH R E AR,
1.2 ZheFasE DA AU s

LI M E RSB, R REZEE
4 d B BTG IR ES B, X4l BT BORE (5T
ghidu 1), W4 i 200 mg B T—70 °C vKAA AT
W5 K IZHE G 5 d Roi gl dul BRTCRE , <2 RIS
DURE 4 R HEAT BORE GeTiigh i 1Dy, W4l
200 mg & T—70 °C VKAG AT o X it PRI A 19 4 e
FREE AT IR BRI, R IAEZH )G 6 d %)
HILFaUikEs e, FEmsResst, st
T3 Ik 90%.

N ZEF i FH B SO0 2% DL 57 58 1t 3 v Rl 1L
I3 AN S A, IO An e, B0 R UEE R 2
10 mg MMM, & F-70 °C VKA RAE . L6
FARRAE N B3 A ST A e T B 5 S
SIPC IR, I B b B R 2= B VR ST T 12

https://www.china-fishery.cn

PR B3 21 72 0 B 1 B PR T
1.3 {AEE[F%H DNA {2EH 16S rDNA 3 1%

Sy BT TR H T RISE T4l B 1AL A 45 1 00
2730 mg, UMM 10 mg, JHHEEShPZHA
41 DNA $2HBULH) & [ RARAEARHE dbst) AR
7y A [HEHUE DNAL DA3E ) DNA itk ,
16SrDNA iEH15 #) 27F(AGAGTTTGATCMTGGCTC
AG) Fil 1492R(GGTTACCTTGTTACGACTT) # 17
P, PCR ¥ WAAZR (20 uL): #54H DNA 1 L,
LRSI 945 1 uL (pmol/uLl), Tag B 10 pL, i
ddH,0 % 20 uL., KW FESF: 95 °C FlAE ¥ 3 min,
95 °C 75 30's, 53°CiE K 30s, 72°C %EfH 60 s,
PEHR 30 ¥k, 72 °C ZEAH 10 min J5 LW 455, 4 °C
TRiEA
1.4 16S rDNA T2 ERIE

H PCR P34 195 | 903 33 S5 B A e e [T i it 51
&itfTaifk, sif)s ek T TA sk ik, St
¥ PCR =W Sk Hlok, SRIFHALEIRZE
L, A 700 pL AERAFEEHER (Amp) K
K LB i 3256, #5275 BL 200 L ¥ 7 46 7% Amp
B LB R R 35 4L |, 37 °C B55% 12~16 h, Fil
i RV PCR A I 0 18 BH M v B T, A 16S
rDNA FURESCPE o N 3 A 5 B SCIE v 43 331 Bt AL Pk
& 50~100 A4 BH: v b2 kel 1

1.5 16S rDNA F5| 547

4 3K 15 () DNA J¥ %1l 7E EZ BioCloud (http://
www.ezbiocloud.net/identify) $& fit /) 2 3 55 P8 2 vh
HEAT e A0[RI P L XS, Dt SR v SBORH L A e v 119
FE9, WIHE AR o R D45 5 LA A B )
A E BT (operational taxonomic unit, OTU). %
B 5 GenBank (40 J& 1 B 040 1 A9 16S rDNA
JF A R 100%, 5K Ry 90%. SCPR 7
T 0] DL BT SCE R R e D A 2R Y R
LA, FH7E 55 % Coverage C i i T & SCE /Y
AN,

CoverageC/%=[1 — (n1/N)] x 100%

A, nl AARSCPE R B 1R sk 7 40 H
(1), NAEICE T BT S ().

SC P 240 TR R A5 R A 2 B L R 5 Shan-
non $5 % (H). Simpson {L# & (D) L 3150 & 15 %K
(E) A7 B B~

HPE K FE2:2: 3290 sponsored by China Society of Fisheries
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S

H=—> PP, (1)
i=1
S

D=1-> P} ©)
i=1

E=H/InS (3)

K, SFERTLEESCES OTU BAL (1Y), PR
55 1~ OTU 78 e b SO H T (&5 19 EL ] (%)
1.6 FEINHHMER S BEEFR X 16S rDNA £7E
#4100 mg 72 T 2l 4L 11 FH JC b 1 K 3550k 3 1K
J& 5 R KRG R 51K . SR AR R
JG#E 2216E V-4 L 474y 25 4lifk, & 28 °C T1H
EBEFE 24 he MOPAR L BREUTE S5 V& 61T 2 1K
RIS 5%, PR3 700 2 4l Ak B B 3k A5
— 4l 7% (F kS5 US2-01, US2-02), 51k
R 50% 19 H SR BUR & A 2w, T
—80 °C T R AF . 2 WUE #& US2-01 A1 US2-02 [
DNA, # 3 16S rDNA ¥ 5, FF#EfT 0I5,
JrkE . 3 RDP BE FEAROCT 1B AR T HIE
H 5 FA, il MEGA-X, DL K LK
(Maximum Likelihood, ML) ¥4 R G LM .

1.7 ANILRERstig

PRI 2216E 3595 55 4 B AR I B R v $Ah 2
WK Fe 5, BT 28 °C 1H IR % K (200 r/min)
WRREFR, PAFEEM . O BRI
&, HICH BRI vhis W (PBS) H &, ImERIT
BT, B TR . SCIR 4 N TR S
W AEANFL AT, AL 30 4L, B fE R G SC
IS T EEA R (A5 2 d) BRI MBS 4 D B A
IR A SH R, LRI E T 1.0 x 10 CFU/mL
(VR BE) A1 1.0 x 10° CFU/mL(E 1k B )2 A5 il Jak
Py B AR E 3 AP AT. B 12 /B
RS0 s A A B (3 9 ANFL) 4 HBET N5,
MER G W RE LR, AR HEAT — N JE i g2
TP, B 24 /BT TR ARE S FLIEA TR, X IRZL
80T £ 1) T TR K IR B AR AR B JC B PBS, Rk
Y 21 W 4 Shy Pl G RV K T 0 R VR R 1) TR A
Frop, SCI T 4 d, KIREEHITZE (28 £1) °C,
B HOIE B PR M4 3k, BRI 1x10°
/~/mL,

1.8 HFERAEIFED
KHACH P80 (K-B 32%), 5% US2-01 T #k

R E K7 2: 2 E /) sponsored by China Society of Fisheries

Xt 12 FPHL B 245 W SURR M, 2 BRI PRORI S 56 % b 1
Ph4s (CLSL) HiE RURLRbE, FEBG TIER
FHL 100 WL 40075 55 B R 28 MH B 3R 2% 1
I W IR AR R A, W A EE T
37 °C [ iR A6 H 55 5% 18~24 h, I f2 I Bf Pl LA,
IR Z I P <10 mm I RTZ, 10~20 mm
o R, >20 mm AR

2 4R

2.1 16S rDNA P& ERIMIZF ZHEM 4

AL AR T SCG TR & 0 40 R R R S
DL A0 ALY 16S rDNA FERESCIE o 3 A4S SCREIN Y 1Y
PHE SRR H 43008 64, 57 F1 117 A4, ST
J¥ 78 55 AE 83%~93%, PRIUE T )7 E s RE S 44 58
$ S WA B RETE A A . R L R EdE YT LB
L SCRATEITERA & 99 S (R4 TR E TS 1) OTU %% H iz
TR DL 40 OTU B4 H .

x1 HREERX

Tab.1 Coverage of samples

it ge R KL RETT BEE%

samples no. of clones no. of OTUs coverage
FE4MR T umbo larvae | 64 9 90.63
el Il umbo larvae 11 57 7 92.54
SEVLMZHME  clam hemocytes 117 42 82.91

AT R, ST T PSR 5 Y Shan-
non, Simpson Fl Even 5% 22 # 14 48 £z 2 K T 1ML
Y RE . M H e T g B I AE S ) AR BN T
Feigh 1, KA d T A 2 B
YRR R — , AR RS FhEE PR
AP IR AL (3R 2).

FR2 TREHGAEZHEMEREY
Tab.2 The bacterial diversity index of different samples

Shannonf§ %X Simpsonts 1 557 e %L

Ff it

Shannon Simpson evenness

samples index index index
FT4H T umbo larvae [ 0.991 0.422 0.451
FEWH I umbo larvae 11 0.765 0.336 0.393
FRIUMANAE  clam hemocytes 3268 0.938 0.874

22 XA EHEGNERSBENEE

3 SCEANTET TR A BT 5 T e R 3
AR 238 2SR T 6 T 104140, 235k
AZJE W ) (Proteobacteria) . LT 5 ] (Bacteroidia)
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AT ] (Cyanobacteria) . JERETR ] (Firmicutes) .
WFTFEE ] (Fusobacteria) M B2 iEf4 ] (Spirochaetes).
IR TIHE 3 A SCHEh B LA BITT, ditbmis
85%~95%, i LA y- 2R 44 i Hdeo k. #RAT
AT DRI T AA 1 0% 240 A1 AU A7 7E T 25 DL Il 200 A
o, TR H P ORI B T TR 40 AT

R3 16SrDNANEFETEHE TRBEF L
Tab.3 Main bacterial phyla and percentages in

16S rDNA libraries %

. SETighd T SETGIAL  3E DULA
umbo larvae umbo larvae clam

phylum I hemocytes
AZJEHI]  Proteobacteria 95.31 89.47 86.32
PUFFET] Bacteroidetes 1.56 10.53 427
WEZME 1] Cyanobacteria 1.56 0 5.13
JEEEE]  Firmicutes 1.56 0 0
HAFBEIT]  Fusobacteria 0 0 1.71
BEJE/R|]  Spirochaetes 0 0 2.56

ANTRVRE it 200 TR Vo AU S8 7K B RAABER
2558 . B AKCEHER AT 10 B3R P2 R oA (&
el UE 1, e U IR g 5 e 75%, 1
iy 48 e B 52 BN TR R (Pseudoalteromonas) 1
i, 290 21.37%, HUCHSIEAHIE (Malaci-
obacter). NI JE (Vibrio) VL N IR & (Marino-
monas), 55 20.51%, 15.38%. 11.11%(& 1),
(LA T A 2 I A0 B P R TR i s Lo 15%, &
R se gy A T TR S IR & A9 LA ik 75%

1 84%, 7~ DN T A T 2 I Ui B0 SR 4 1R e
RV TE S0 T

TE AR AT 25 R o, FET0gl i
I FFeTigh s I A A PR v 4l 2 = i 2L
HEERIFRLE (& 2). st S & i 5 T
gl 1 e A O HEE R, 5 s 75%
1 80% FH: IH AT 4 N b v VA I BT AT R A VR U0
4y BRI ) BB 1
23 HWHFIIENSBSMVITEE

IR 52 Tl 1T 293 4l 20 43 28 3R A5 4
PR US2-01, US2-02, HEHV%1E TCBS Ak I
S, WYRIRE ROE, REDGEWNE, HE4
9900 um, ANFEM, ST, Hrh US2-01 d
KIS E 3 iR, 16S rDNA 5144 1 A 5 3K
R E/ 9 1442 Fl 1 444 bp, 28 LR 5N R
NEE P FIARARL,  EL5 M I SR B RR 20-1-15 (B
S MT796340.1) SRRk 117-T6 (5535 CP033577.
D) A IRER R 99%. RGE LB 4w, US2-
01, US2-02 5ibrifg sl ab TRl —4r 32, 5HAlh
JURNOIR AR R, 9725 0 0 B 1 2 RRAL 3 A
BRIE T 1 PRI (18] 4).
2.4 MASEIIE US2-01 Xt 34 iF 555 40 R 3%
yabaXi

A A X WA &y A N TR YL S 6 & B US2-
01 5 US2-02 Witk Hb b g IR (1) 85 1A, Ik
TEARSI PR T US2-01 MyZ5 5, N TR s

S 3 HARIM  others

=) RFFE & Photobacterium

=4 EEGUEEANRE  Microscilla

A5 ILICH )8 Shewanella

= 8 FOFFERE  Aphanothece

A ERAEN S Haloanaerobacter

B IRHJE  Escherichia
BRAMFHW JE  Marinomonas
SIEFHEE  Malaciobacter

BAZ BB UE 8 Pseudoalteromonas
CJIREE  Vibrio

100 [ s —
ol L. ﬁ
3
3
{E{% 60 f
3
= E
8
20 +
0
1 2 3
FE
samples

1 RIS EEY 16S rDNA SThESCEE R i YR K TR & E

L5eTighd T, 2. 5aTigh a1, 3. 3% VL4 .

Fig.1 Bacterial community composition at genus level in the 16S rDNA clone libraries of

different M. petechialis samples

1. umbo larvae 1, 2.umbo larvae I, 3. clam hemocytes.
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13RSV mediterranei
WEFRIZA W E. fergusonii
LIIEBER  Afifella pfennigii
[e JHARM  others

[ GIREE  V mediterranei
(D #F MR M. marina
[+ ] 34K others

9.4%
4.7%

A

10.9%

() (b)
2 FIN4H | (a) FFETLE || (b) AEFPZEFN
HEEDH

Fig. 2 Percentage of all kinds of bacteria in umbo

larvae [ (a) and umbo larvae I (b) in the library

B &P 1.0 x 10° CFU/mML 15 % ¥ 40 ) R e 03 Jn
24 h PRI IZ BB T) TR, R DiRE R 57
MLJEEFE; T 1.0 x 10* CFU/mL {4 5 2 %) i 3R
VUK BT [ I, 8RS 36 h A RBLUNH /34 H

0.019
0.004

&3
Fig.3 Colony morphology of strain US2-01 on TCBS plate

200 pm

IR E K US2-01 £ TCBS ERM BRI

A IBERE S, S ERAAR G, X REZH 4 R rE K
e B RGiEsh, W1 IER . B3hRe )R iR
ahd, 5 TR SO B B AT R
MEFHREN . W HLmE . W E = EWRAE,
55 8 SR B SO A — 2 (1R

R UL SIS R, 7E 30 °C 454 T US2-01

0.017 o) WIYKEE ¥ aestuarianus strain NBRC 15629(AB680915.1)
WGV aestuarianus strain OY 0-002(NR 029254.1)

0.021

,— WEHRE V. splendidus strain LMG 10952(AJ515220.1)
0.003 . .
KAELWIIKE V. crassostreae strain LGP 7(NR 044078.1)
itz NI V. splendidus strain LMG 4042(NR 042156.1)

0.005

0.042

=

M9V mediterranei strain MCCB 131(KC747742.1)
0.023

0.007

HHE K752 ) sponsored by China Society of Fisheries

=

0.001

0.003 . .
" B LR V. shilonii strain AKI1(AF007115.1)

Wi KAV shilonii strain SW-2(AY911395.1)

0.003

0.005

i % [CINE V. shilonii strain MP-3(AY911392.1)

BLE RGN

M EIRE V. mediterranei strain SO(NR 029257.1) V. mediterranei
0.004 US2-01 *

og0z WANEIRE V. mediterranei strain 20-1-15(MT796340.1)

Us2-02 W

WAV mediterranei strain 117-T6(CP033577.1)

z'omﬂﬁéﬁ [CIKE ¥V harveyi strain NH4(KC884637.1)
0.001
{).ﬂﬂjasicida CAIM 1864(NR 113182.1)
0.004
V. jasicida strain MI-12(KC812978.1)
0.0

L2 WCCHFECARE . owensii strain YS03(MN907475.1)
0.014

0.007 M YUE IRV harveyi strain S-16(JF412244.1)
ﬂ%rﬁ V. campbellii strain 90-69B3(AY738129.1)
92 oo T EILE V. alginolyticus strain ATCC 17749(NR 044825.2)

ogo— KIKIRE V. campbellii strain 40(NR 029222.1)
PRl v parahaemolyticus strain shpd4096(KY788337.1)
T2 NIV natriegens NBRC 15636(NR 026124.1)
TANINE ¥ natriegens strain V6(EU636230.1)

WLHINE V. azureus strain LC2-005(NR 041683.1)
WRIEINE WV alginolyticus strain KS3.2(MK774745.1)
A MLPESRE V. parahaemolyticus strain AT(NR 041838.1)

0.006

0.005

o

0.008

0.004

=1
HH

0.007
4 ET 16S rDNA ¥ B B US2-01. US2-02 AR ARG % B

Fig. 4 Bacterial phylogenetic tree of dominant strains US2-01, US2-02 based on 16S rDNA
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100 pm

Elh fEREXELHR (1) RLHEHLER (2)
Plate Healthy clam larvae(1) and

infected clam larvae(2)

XoF S 41 B B0 ) 2 I R O (B 5). 1.0 %
10° CFU/mL IR EE T, JE&H% 96 h SCiA 4 i B i13E
T3 H 58%; 1.0 x 10° CFU/mL @5y i R S 4l
BT RN 84%, X HRAL %) HL 96 h BT R A TE
10%. MAET- SIS M4 E WD B 7E36 h Z AT
HAEZRREANMEBIIT, YL 48 ha, Hik
JE BIFAETRIK 25%, IRk 5 40 ) /e Jk 4% 60
h A SR BIH R B 7K, 7 K of 1] 5 3000 v
FHSG, AR 3 478 s i ] A T e R

100 - o XHHE4L  control
2 go L @ MEWKJE4L 1x10° CFU/mML
<2
@2 60 B EURIEA 1x10° CFU/mL
b 2 L
,1_] 5
R .z
= F 40
n 2
"E 20 |
o
0 & | |
12 24 36 48 60 72 84 96
I [)/h
time
E 5 hdigilERRE 96 h N5IHEA
XIS AR TR

Fig. 5 Cumulative clam mortalities caused by
immersion experimental infections with

V. mediterranei for 96 hours

25 RIREZHAFE

2 A b P SR 1 25 SRR IE AR AL, AN E
JRGY SIS BT FH 9 b I IR US2-01 X 12 sy F
PUR R BTSSR (R 4. 18 12 FtER T,
US2-01 g X H &R . 2 RIIM . 2L REhiE
RHA—E W 251, XFPUPRE L iR R 2 0
TR RURR, XSk fifbE . RKREER . RIBEE .
R AER. BRIV E. REYD RS 7Rt
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R4 BHEIWHER
Tab.4 Drug sensitivity test results (71=3)

kB I P B 4% /mm T
drug name 1ZD sensibility

FHHEE  penicillin
H

7.00£0.04  Ti¥Z drug resistance
VA ampicillin 6.40+0.28  fif%j drug resistance
415 #E  erythromycin
HEK  tetracycline
ZVE3R % doxycycline
I At ceftazidime
JKKEH gentamicin

RIME 2 kanamycin

8.01£0.21  fi¥%4§ drug resistance
19.02+0.78 F1  moderate sensitive
15.44+0.53 " moderate sensitive
30.42+0.45 8L highly sensitive
2534+2.61  mif highly sensitive
25.80+0.32 =  highly sensitive
¥ E  neomycin 24.44+1.08 =T highly sensitive
IV norfloxacin 37.92+1.08  f  highly sensitive
HNYE  ciprofloxacin ~ 40.95+1.17  #f highly sensitive

FEF  chloramphenicol  30.37+0.58 M highly sensitive

M RPN R AURR
3 Wi

AHIFFERGEE T SCUG V7 52 0 4 B R A
[) 16S rDNA SR SCIE, IR 4l R S A E P
FEVE 25— . Z MK, Shannon 45 %1 7F
0.77~0.99 Z [8], AL T £ DL A0 Ma iy 3.27, K
FEHH I AR HE R SOG4y e AR & 0, R e i
ARAT 55 il B 40 HUBIUE DR E T 25 R R AE A T LAY
BiE, BT HATHEMS, SLRAIIER7ETL A
SN Z R BT oe g 1, 52485
of (e T e I A f RS L se gl e T ] 2%
57 B 2 U ROIRAS IR, e s
R FEME R BREAIR . 3X — 45 5 SCG R DTSR gk
Y5 A RV S AR AL A — 2, RIUERGLE
HIWRAE Y SCIE BT U YR TS 2 RE MR Y
B0 ST AT | TRE S W TE L B
bR Ml AT SR K A R AE AR A R
ik 75% DA Lo SEgRE—20 A ks () 7 T 4l H
1AL U Ay B ARAS ) 2 AR B TR Rk 34 A b P v
SICEAT,  F G 00 v o I Ry YR SR A 1 SR 4
R B EUR T

Hiy I i o Pujalte 251 PG HESF EUE
PUSIVR TR b X (A TRE K L VR T AR 0 AN DR ) S A AR
Hr & IR IE Y . Kushmaro 251 b & BiE &[G
A R A RE A A THFEEA 200 AL P 500 SR e e A ol g e
NI BOMB i & A=, B)E, =& b
XoP it &7 QTR 5 oSG 16S rDNA 4557 £ )75

FRE K7 2E 4 E 7/ sponsored by China Society of Fisheries
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FE, RMWENFEY A, AR IS
T, PR — R AR M TR A
TE R PG P R0 A -7 B TR K RN UU R TR ¥ o A
i HL s I AR IR A . . DL
JEAF IV I LR I R AE T, R rp o
FBAIVE Ry SCIA VR H &0y 1% 8005 B A 2 1 ORI

SRtk —2 43 M B T I AR S &y AT R R
Hb R ICER AR AR, SIEEG T 5% DL Il 20 A A
BEVEA BGHEAT T 00T, SRS A Bl o o i T
ELAERE AT REE o D 5 25 BRI 48 A Ry 4 40 42
BT DL 280658 R G0 A8 08 B0, il 40 AR mT DAk
MBI EAR AL T o KA TCHEMES) ) il 20
i oG S 2 — s B AN, D12 R A K A G
(Magallana gigas). i Tls (Modiolus modiolus) Ifil
i M AR AT A T A AE Y i 1B (1.4%10°~5.5%10°
CFU/mL IfiL 4 f)™ . 5256 78 SCG 2% DU il 240 el v
R 20 T E AR, S AE T AR
o, A SIE R T B EAR RO £ . A 1B AT
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Analysis of bacterial community and identification of pathogenic bacteria in
the diseased clam larvae of Meretrix petechialis

SUI Weijin *, WANG Hongxia', LIU Baozhong **

(1. Key Laboratory of Experimental Marine Biology, Institute of Oceanology,
Chinese Academy of Sciences, Qingdao 266071, China;
2. University of Chinese Academy of Sciences, Beijing 100049, China)

Abstract: The clam Meretrix petechialis is an important commercial bivalve mollusk widely distributed in China,
Japan and Korea. The development of clam culture depends on the plenty of seed supply. However, mass mortalit-
ies of M. petechialis larvae often occur during hatchery rearing. Outbreak of disease is the main bottleneck for suc-
cessful spat production. So, the characterization of pathogenic bacterial strains causing epizootics in larval culture
is essential for developing efficient management strategies to prevent and control disease outbreaks in clam hatch-
ery. In present study, the moribund umbo larvae of clam sampled from hatchery were analyzed by constructing
bacterial 16S »DNA clone library. The results showed that the bacterial community diversity of moribund larvae
was low, and the Vibrio mediterranei clones accounted for more than 75% in the library, indicating they may be
the causative bacteria of clam larvae mortality. Furthermore, the dominant strain was isolated from the moribund
larvae, and identified as V. mediterranei by 16S rDNA sequencing and phylogenetic analysis. The virulence of the
obtained strain US2-01 was determined by artificial infection test, a dose effect was observed for the pathogenicity
of US2-01 on clam larvae. The onset time of US2-01 infection was related to its concentration, and the onset time
was delayed in the low concentration group (1.0 x 10* CFU/mL). The cumulative mortality rate of infected clam
larvae was 84% when they were immersed in final concentration 1.0 x 10° CFU/mL US2-01 for 96 hours. The
clinical signs were observed during the artificial infection experiment, the treated larvae gradually lost their swim
ability, showing symptoms such as the shedding of veliger cilia, partial tissue dissociation, and the empty stomach,
which were consistent with the symptoms of the naturally diseased larvae in hatchery. Finally, the drug sensitivity
test was performed and the results showed that V. mediterranei strain US2-01 was resistant to commonly used anti-
biotics such as penicillin, ampicillin and erythromycin, moderately sensitive to tetracycline and doxycycline, and
highly sensitive to the other seven antibiotics such as ceftazidime, gentamicin and kanamycin. Taken together, this
is the first report that V. mediterranei is the potential pathogen of M. petechialis larvae in hatchery. The results

could provide a scientific basis for the disease research and control for larvae breeding in the clam hatchery.
Key words: Meretrix petechialis larvae; Vibrio mediterranei; 16S rDNA clone library; drug sensitivity test
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