NERS:

JERHAE IR 5 SSRERIZHIFE K 1%

maw, F E, B HY, BRRK, KEFF, EFR"
(1. WL AR P K= FRBE B S0 BT, WL T R K3 AE A R VR TT R 5 AR B s 3 =8
o K R ST i DU AR BRI 78 b, WL RN 3250005
2R MERERE, WL @M 325000)

1000-0615(2020)05-0827-09 IKFE 224, 2020, 44(5): 827835

g

Science Press

;¢
2l % 2
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DOL: 10.11964/jfc.20190411743

WE: RMEKERBETHERR, AT HFAFREEKERL REHN S TRIE, &
FR LI5S0 3 5 % ZF IR M A 3t %, B 124ANSSREL B # 4T & K Mok A B oM. 4K
MR X ST R, EHEERZENMXABNLEIAREZAT, HFmnm 5Kk
JiE WA K R Bk K(0.930), wK G BRI E K Z(0.927); EREAESN LR, HERR
EHEYWHRAN TR F(043]), TKAK2(0332), RERAKEGULBEDMERE R
%ﬂ% Bo I JFISSRAL i X 26 & & RF IR M H#AT 5 Z A AT, AR B614 1L
o SR HE T B (N A 3~8A, T SR AR I A R S L AR B (o) 2 Al A 5.083F13.038;
iFi’J%uﬂlJ/f G EH) MEREGEMHITLZSERE L4 EWPIO)S H 50.528, 0.6467Fn
0.594, R\ ZBEKEHESHELTRE AT, SSRILK G £ KW RAE R B4, FRR
IR G A KBEREAREM X, HFMFIE301225% K. ZH. mUHEEEM
% FRIE3564 5 . HA MR R FM K, FIE26025 mKEFMA, BRI RN
& KMEREXGEEFIL. XK EEN MY REURFRFT MR ELMEHR
KBEIE): JE M, SSRARIT; A KMdk; A X aAr

FESES: Q347;S968.3

Vel (Tegillarca granosa)j& 3 [E MU K A% 4t %7
ﬁﬁfﬂ%éz—, CRCHIREWIL, . RS
Wi T B K TR A T VLS . A SR
p P K R, PR B R 28 A A% ik B RN AR BT O
P, e it IR BE R AR Y AT 2 AR O A BT RR AT,

Aol 5 3 BEAR AR Ay i 0 SR M B T
FEK R, 38 U)TE A HIT R 7 ke B T AR

EEFMEARAMTMEARAZ —, HAT
Bl PN AR S BE 5 B0 © T T8 T 908 it 3k £ AR F
FE A G T T 1 R MR 2 R T A 2 [N R

frigst, R SR, WA 2 TRt 4
AR5 B AL 1T 5, Gk 5 2 PR AR

WS BHEA: 2019-04-17  {&EIBH: 2019-06-26

BWEITE . [H K E AR R (2018YFD0901405);  [H 5 /K 7= Fh

(2017F30042)
BIEEE: 44T K, E-mail: cxI-5888@163.com
W E K= %2 /6 sponsored by China Society of Fisheries

XRkARERRD: A

AR Fhric, o SC B e Fh | 4 R
YR 1 R A e A TR B, DA R SR I RSB o
RRE B UERE . L T2 SRR A BA 5 8 42 (simple
sequence repeats, SSR), fF k43 # 5 B2 4 BF MR
M)A EBC R FArid, &2
N T S (Meretrix meretrix)™ . I [QER U1
(Pinctada martensii)?' . F W (Paralichthys
[ B XF MR (Feneropenaeus
chinensis)" %A KMIR A SCHIESE . B ETEN A
AP XT ¢ B A AIF 58 38 K 22 HLR TR B Y sk TR A il
TE R MG AL Z AP B, 5 e s AR R A
KW FARICW R A2 0, {0 B 9 S5t

olivaceus)'

%55 4L IR %% 5F 6 (2018DKA30470); Wi iT 48 R 5 i %) 5 H
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T G AR I SSRAH AL 737 o AW 5T T JH 98 i
FEVR N 2800 N TR F BF, AR A, i ad e e
ik oy #r, O L 5 A2 R AR A G B9 20 7 A
i, DU 2 B Mok By e HE sk B R I S %
Wb, TR O 2 55 PR 5 QTLRE £ Mtk — 25y
TARICHT B 7 58 E i

1 MRS T

1.1 EENRRE RN E

A G R 0 8 B AE i Ay Wi VAR I 3 K
FEPAWEIE T Z4F N T3 B W HAE & R AR,
A i B A TR A DO VT AR S T U i Sk 3 Rl
B, DIMREAERKNEE B, REKXR SHK
WHEEA, @dafibit, BE A KR
Wi T 7 R BE AL IR B TR R A Y 2 0 U it
150950 F 5256 o AR 4 5 i 35 2 U2 ) o vk
1152 ¥ (shell length, SL). 5% 5 (shell width, SW),
5¢ f (shell height, SH) . #¢ T & (umbo width,
UW). 4N K (outer ligament length, OLL). Ji{
84 Bl % (radial rib width, RW). ¥ 2 (dorsal brim
length, DBL)FI{A 5 i (body weight, BW)%5: & 7 {4
ARG D FITE 5, I 0% R R B L 14
BT 80 cCHEARE VKA IR A7, TR
DNAHZH
1.2 DNAfREUE 3[4t

HCYR s LAY, FH & R0 13 /5005 /5 G I i il
JEIL N AIDNA 555366 BE T 22 OD g 5
ODygo, i€ DNARY BT i A L, I H KWK GE
—JH 2100 ng/uL, T-20 °CIRAF#H o

AL BT HIEST-SSR5 | ) 7 51 43 2% A 1
FURRRMGIY . AT LA TAY
TRARAF A
1.3 PCRI¥ 18 & B33k 4&

PCRZ 1A & AT 25 uL, 45 10xPCR
buffer 2.5 uL, 25 mmol/L MgCl, 2.5 uLL, 2.5 mmol/L
dNTPs 2 pL, EFU#E514(10 pmol/L)451.0 pL,
5 U/pL rTaq DNA® & fiff(TaKaRa) 0.13 pL,
DNARAR 1.0 uL, MK F ddH,0% 25 pl, P73
v 41 7E AG2233 151 PCRAY (Eppendorf) | 5¢ i »

PCRY M LT . 94 °CHIAMES min, HEA
30NPCRAEI[94 °C 30's, iR KIESE30s, 72 °CiE
130s], FJE72°C M7 min, § 3G~ FIH
6% 728 1 3R DN M Tk g 6 e rEL VK HEA T 43 5, HIS0 bp

http://www.scxuebao.cn

DNA ladderfRic S5 (i S N7 B, ARG M, B
VKRR F AR KA 5 T T Ge it o i o

1.4 HIESH

& HPopGene (Verion 3.2)8 4F 48 1145 57 £5 f)
L FEDNVEU(N,) A BB B (NV,) . W
G RE(H,) . ARG B (H )DL K 3 — IR A 4%
i (Hardy-Weinberg equilibrium, HWE); R
PIC_Cale 0.63 315 2 M5 B & & (PIC).

HIFHSPSS 19.08 1F HEAT 2% A PR AY IE 25
P A KL ER . PearsonAl &R, WM A OC R
B, X2 A T a9 DU 5E ROSE R 1 A7 38 AR A
Brs PEHFH — M 4 14 B 74 (general linear model,
GLM)'' B ANOV ATy 22 73 Hr 45 SSRA. 5 4 [K A4 5
AERERFAEHE, IFR HDuncan Gk i 1T 2 8
P AT B o F T — BB A3 5 v R 2l L PR AR B K
A BRI E, FESEBRSE I M, B
F PR BUREAS 22 /045 6 SINAEL A 8 % &

2 HiHR

21 ERMReER ST

ZPREAK-SKTR AN, Rk, 5%
YL 0 A S A R MR AT B IR A, 4
KU ES AN RS (GRS R R
H, R S R BOR TR SRR, R R
IR IR TR SR,

22 ERSMREERENEXM

JIT DN 45 2 70 AR ) 889 EL A AR I 3 Y A O
(P<0.01)(#2), B BW)5HFEIEMAR A
BN K BN /IME IR R 7155 (0.930)>554.(0.927)>
FE 56 (0.920)>7F 2 K (0.845)>FMa1 5 K (0.818)> ikt fit
1 98(0.533)>F2 TR 95.(0.474), ¥R Ay b B IE
o LB AT, SIBR 25 5O B 1
SO AR, AR 2588 A MR A BT i
WA R CEEAERDRBEER, F%K . SN
L ST B TE AR R R e G I o 2
S, BAIBR . 45T A Moo e A R R Y
YERH, 5E58(0.431)>5¢ 1K (0.332)>5¢ 1 (0.251)>5¢
TU5E.(0.040), 72 ey 38 52 76 % 4R ot et 14 ] 42 5% 1
R, H0.355(3). HiR4nTH0, X Jemi {4 5 &
AL e A F A d5e K Y B S 80h 52 96.(0.185) 5 B[]
P E RBOM L AR M E R B R 2R
B 5 50 KO AR B 1 (B B R 80(0.229), HE
Mt e T R E R R, L, DUARJE oA H AR

o E K= % 2 J»  sponsored by China Society of Fisheries
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1 RERAEBBRITSESSHRE
Tab.1 Phenotypic data statistics of 7. granosa and normal distribution test
PR FHME ol A5 R % i 5 £3;3 K-S{H Pl
traits mean SD CV skewness kurtosis K-S value P value
FK/mm SL 28.66 2.39 8.34 0.34 -0.05 0.69 0.73
FIE/mm  SW 19.31 1.53 7.91 0.49 0.68 1.10 0.18
Fr/mm  SH 21.43 1.72 8.00 0.42 0.19 1.03 0.24
B4 K/mm DBL 18.75 1.63 8.67 0.07 0.36 0.71 0.69
MK /mm - OLL 13.20 127 9.62 0.30 0.27 0.71 0.69
FIPE/mm  UW 3.55 0.48 13.47 0.13 -0.30 0.64 0.81
B %/ mm RW 2.05 0.42 20.43 0.46 0.15 0.95 0.33
hFifE/lg BW 8.42 1.83 21.71 0.76 0.91 1.42 0.04
Fz2 AMHRKZENHEEERYK
Tab.2 Correlation coefficients between two traits
PEIR GRS FEHE T GESS MK F TR JES 5 PR
traits SL SW SH DBL OLL Uw RW BW
FK SL 1 0.801" 0.922" 0.870™ 0.833" 0.457" 0.539™ 0.927"
% SW 1 0.824™ 0.756" 0.745™ 0.400" 0.474™ 0.920
For  SH 1 0.817" 0.818™ 0.438™ 0.537" 0.930™
%K DBL 1 0.863" 0.392" 0.501" 0.845™
S OLL 1 0.466" 0.463" 0.818"
FI%E UW 1 0.377" 0.474™
BATRITE RW 1 0.533"
s BW 1
W IR AR [ AE AR 53 (P<0.01)
Notes: ** indicates significant correlation between two traits at 0.01 level
3 RHMEESHRIIRELWABESH
Tab.3 Path coefficients of the morphological traits to body weight for T. granosa
AR %R, HEEERP) [B]4EAE I (rP))  indirect effect
traits relative coeficient direct effect & total #=ESL = SH ESW ET UW
#k SL 0.927 0.332 0.594 0.231 0.345 0.018
FoE SH 0.930 0.251 0.679 0.306 0.355 0.018
T SW 0.911 0.431 0.489 0.266 0.207 0.016
FINFE  UW 0.474 0.040 0.434 0.152 0.110 0.172

PRk & AP DUIE, W LLSE e kA de sk £, TR A
JinsE 5 A I R BB .
2.3 SSRERIZEZEM S

AHIE 5T A A 1240 90 T B A0 2 e 78 I8 it
FE SRR E P 8 RS, B LA T RRil
3012-2H135647F Je it 5 & A 350 oA 10 2R

Hp [E 7K 7% 2% 45 /5 sponsored by China Society of Fisheries

W TE I I FEL VK TR o 12T 78 1B B B b AR
M E]IANEN I, K E] N A 1.361~4.145,
F-HIE M 3.038; H,90.427~0.696, FH{E N
0.567; H_M0.267~0.749, EI4{H N0.646; PICH
0.232~0.718, F¥I{EH 40.592, B THric3831£%
MACERARAN, HA VA PR CHE A 5 S 2 5%
(PIC>0.5), RIS, Bk 7 Hric3564, 36727
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F 4 ORMBERSMRI R EHRERY 24 SSRiRIESHEKMRAMBEX MR ERE S
Tab. 4 Deterr:ll:nzll)ntd coefijlc:etnt; (;fmorphometrlc traits to iZ I SPS S?Fk {LI‘ Jr % 7 % SSR 7{‘/?‘18 ﬁi / i
e body weight of T. granosa e ity e e .
— e ORI R F R, S
| TUIR A JUIE TN _ . N
traits SL SW SH uw 3 SSRARIC 5 A= K YRR A7 7E W 3 1 19 A OC 1
Fko SL 0.110 0.229 0.154 0.012 (#6), HHPFrig3012-220 51 558K . 58 5 Fl5e i
Fo SW 0.185 0.178 0.014 B b 2 AH G (P<0.05); BRic356443 5l 558 . K
_— o oo BN REHIE(P<0.05); 702692558 K ¥
FIGE UW 0.002 K (P<0.05).

K Ve 3 A T B A A B9 AN (] 6 DR 7 )
S ; ARMREST ZH LR, 459RExR, fEhrid
26921 45 M 1 — R 11 4% - 5 E HE AR (P>0.05), H: ’

Fre R —R P 2 B (P>0.05) 30122k, FEFTA SR F, A EGGHEH B

(#£5). TE FE AR AR 1 AR 3 = T CE2E [ R (P<0.05),

1 234567 89101112131415161718192021222324252627282930M }331;0 1234567809100112131415161718192021222324252627282930 M  bP

350
300
250

W 300
250

200
200
150

100
3012-2 3564

150

1 51413012-2F035647E Jfe 8 58 53 4 o B PCRAT 18 = ) . ik
M. FRHE 5150 bp:s  1~303K & Ay 51 #0558 30 Y it A~ 1) 377 48 1] i
Fig. 1 Electrophoretic profile of PCR products of 3012-2 and 3564 primers in some individuals of T. granosa
M. 50 bp DNA ladder Marker; 1-30 lanes form amplification map of 30 individuals of 7. granosa by primer

x5 RYMHIEMRAERMESRHETHNRTES

Tab.5 Statistic information for 12 microsatellite loci in selected population of T. granosa

mtfr‘igrs N, N, H, H, PIC P
3873 5 2.566 0.493 0.612 0.545 0.008"
3146 7 3.945 0.520 0.749 0.717 0.000"
3039 4 2.789 0.440 0.644 0.582 0.000"
3012-2 8 3.814 0.565 0.740 0.714 0.000"
2712 4 3.017 0.520 0.671 0.604 0.002"
2679-2 4 3.208 0.593 0.691 0.631 0.009"
3048-1 3 2.504 0.427 0.603 0.524 0.000"
3564 5 3.000 0.647 0.669 0.597 0.726
3791 5 4.145 0.696 0.761 0.718 0.031°
3672 6 3.134 0.687 0.683 0.648 0.152
3831 3 1.361 0.522 0.267 0.232 0.000"
2692 7 2.975 0.693 0.666 0.619 0.667
FHME  mean 5.08 3.038 0.567 0.646 0.594

e AR AR LE AL s i 25 e T —IRL P 4% T4 (P<0.05)
Notes: * indicates significant departure from Hardy-Weinberg equilibrium (P<0.05)
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x6 IMHIEMATREFRERK, RE. &5, B ERESTRENHENSELE

Tab. 6 Means and multiple comparison of major growth traits with different genotypes at 3 microsatellite locis

Frid LR RY HH FeK/mm 75 %% /mm 5% f5/mm B /mm  FEIH % /mm ENDiE=¥/s
markers genotype number shell length shell width shell height  radial rib width  umbo width body weight

3012-2 CE 10 27.06+1.64° 17.94+0.66" 20.33+1.39 1.89+0.33 3.03+0.39° 6.98+0.88
EG 9 28.04+2.37% 18.2541.45°  20.95+1.73 1.89+0.45 3.5140.52° 7.53+1.62

AE 7 28.04+1.97* 19.3241.26™  21.65+1.13 2.05+0.24 3.49+0.39° 8.23+1.41

EF 23 28.1242.57% 19.09£1.62  20.78+1.95 2.03+0.38 3.57+0.47° 7.97x1.99

BE 12 28.25+3.00™ 19.3542.20"  21.23+2.27 2.04+0.43 3.6240.40° 8.4242.79

CcC 10 28.91£1.86™ 19.56+1.44> 21.54+1.34 2.14+0.29 3.77+0.54° 8.77+1.45

EE 34 29.1242.50® 19.3541.38"  21.76+1.85 2.05+0.49 3.49+0.41° 8.61+1.79

GG 6 29.56+2.45° 19.93+1.02° 21.95+1.54 2.42+0.77 3.6440.58° 9.15+1.69

3564 AA 26 29.11+2.64 19.50+1.72 21.81+1.79® 2.23+0.37° 3.62+0.50 8.70+1.99
AB 38 28.40+3.60 19.39+1.56 21.72+1.76® 2.04+0.52 3.57+0.48 8.69+1.98

AD 21 27.83+2.02 19.07+1.19 20.92+1.47° 2.02+0.32* 3.44+0.31 7.83+1.42

BB 18 29.76+2.35 19.81+1.76 22.17+1.55° 2.19+0.38" 3.73+0.46 9.20+2.00

BD 33 28.19+1.86 19.19+1.86 20.98+1.56" 1.88+0.33" 3.44+0.53 8.15+1.48
DD 9 27.69+3.46 18.66+1.71 20.63+2.35° 1.98+0.40" 3.33+0.56 7.51£2.19*

2692 CE 22 29.4942.84" 19524204 21.96+2.07 2.20+0.47 3.74+0.50 8.98+2.45
CF 11 29.8742.25%  20.11%1.51 22.18+1.79 2.12+0.56 3.46+0.52 9.30+2.18

DE 19 28.2542.26™ 19.04+1.42 21.00+1.52 1.94+0.39 3.59+0.38 8.13+1.69

EE 35 28.05+2.43" 19.02+1.66 21.20+1.77 1.93+0.42 3.45+0.50 8.01x1.75

EF 37 28.35£1.79™ 19.40+1.21 21.21+1.43 2.12+0.33 3.50+0.42 8.34+1.39

FF 8 30.07+2.03° 19.60+1.06 22.15+1.81 2.04+0.38 3.65+0.44 9.13£1.32

T BB E A R T RERR [ bR AN R 3 R 3 6] 22 53 1 25 (P<0.05)

Notes: different superscript letters within the same column mean significant difference between different genotypes of the same marker at 0.05 level
N \/\
ik

3.1 CRMHIRRSHRSERENXR

1117 55 Al i R RS (EGAE I BL g 72 S AU S i e 3
BRAMEAEAE R ER EAFAE 22 57, (HOA 3% (P>
0.05), L, HEM GG AL K AR AL I A

AL, M CES& A KRR i 25 # L AL, 7E bR id
3564 1, MABBIE R R 5E & & = T DD,
AD. BD3E:[H I (P<0.05), =T AA. ABFEHAI{H
OG0 35 22 57 (P>0.05) 5 M ARBBE A 784 (14 30 i v
i 2 5 T BDIE I B (P<0.05), 5 Hfh LR R G B
F25, ULHIBBIL N AUE ST R L B I S
LAY, DDEEN AR5t iy 4 HIE A, A5
N FE PRI DRI RER f I 52 W . FEAR 22692 1, 4>
fKFF. CFAE R A Y52 K 3 & TEEXH H A
(P<0.05), S5 HAlCE. DE. EF3 B RIETE B
FEE5(P>0.05), (AT EA], HHEFFHERE &
FeRK B H LAY i EEJE R R 58 K Y 45 #
FEH AL,

& 7K 7= 2 45 = 73 sponsored by China Society of Fisheries

FEIE A MR AR T 2 DU e B A Y 3=
TR bR, WFIE T A8 5T A R A 5 A A AR
KRR, BV RMEFREANENS S, —
N Ry, A T2 M RO R 5t 1 Bk e R K
B AL TR e 2R 800 BRI BV R DY d=
0.85F, % W 4% T A5 1 bR J2: 5 e 4% o o 11 2 [
ELAI N 1 N NI i D70 | 2 /N R N =1
e RBURI0.956, KF0.85, ULEHRTSIFEIE
A5 MR SR 5 i 3 R T A MR, Horp e
R EEPER T, KRR, X 5% %S
WEFEAT 5 8 i3 1A o i 1) 22 R 7 2 5E
Yo, USRS A RF . 5 A DA L
AWFGRAE RS HoAh R Z MAFAE MR Z Ak, b
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FEAEN A Z Ak o i 2= 0 25 VAR X 2 8% 6 i
(Scapharca subcrenata) W WFFE & B, 52 W03 14
P FEN A KM, HZH W IHE
ToE RECEK . MAE NI SR A, 1
FIFL BB DL (Chlamys farreri) i 7 i 2 1) 32 5 2R 5
Wy hsek, B hsem, m2ien 3% ke
. HWChSESE, I H B A AR5 S 8 5 HAE
AN RV B % T %o B DU A T g R o A Y
RSP PR IR 28 . 7 A4S GE SCiR g il 52
1o FI 78 B8 R P SR BE SO T AR BT A 3 A
R, Myt KRR ELL O SUR TR AR BT ) R 2R
EFXHE SRS LS DL(C. nobilis) IBFFE K B, SFHHL
&R/ B DL, 5 e R B i 1Y 32 SR AR AR A
s BRI [F5E DL 2R R HOE S REANF], 52
M) A JoT a5 A9 DL Se R AN R) g L R R —
FOLZE, B TARBER . AR BiL
S04 B 2 52 DL 52 T 28 M WRORE IR T A i RO
WA RE—METTIE

i 3 A SC AT M A AR S AT, AT ik
F U i3 O 5 it 1 R B0 TR A MR, 20 2 e it
B A LR DR, SRR DL F
1N o031y i< S i ) |72 e N 97 N i
32 CREEBEHANIRME SN

H A BE AR Ay A B AR 358 A% 45 ) R st A 78 S
FREE W G FR bR 2 —, AT DA s i — AN BE AR Y Br
A5 0 I A A5 A6 i DR 3 A A 0 N R s AR
3 78 E AR () A A7 FILE B BE ) DA Sk AR B, 4
B BE I AR5 A= iy g RN N BB T AR OE A P
Je dif 3k B HER AL ZREE AT R T, BRI T
T 000 2= B NS B A E 430 O 0.567F110.646
HS % v T B A PR T AH [R] T2 AR e % ) i A
Bl FF A RN 2E B BE AR I F SR 25 2, POl 2 &
JERIGIR R TG, R BRG]
KL, ATRESE i T A WF 50 T I B R AR A 2
K, LA g R BIAEAE— & 257, — M
F . PIC<O25MAREZ M, MPIC>05K %%
A, ARMRERER, EEFMEERNGTY
PIC{ }70.594, KU UCHIEE F BE AN R R
i Z RV K, Bt~ LRBhiEE I R
PSR A A, X5 HHEPAER A a5 R —

3.3 CREAKMIK SSSRERIC B X B

PR —AR A0 I 23 B 2 AT PR 5 07 5 Y
SRR, 405k D R R PR AR 22 S B 3
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W8 BH PR IR 5 BRIE A7 AR G EE . AR 4 OGB4 #T
B — A A bRl 55— MR A R W s
PR G, WIRT A A2 7E — A Bt Motk 4 F b
0, IR E BN I R R F A A AR, B
& J2 45 3 X 184S SSRERIC 5 YR Ml % & Ak Kbk
R, K3 SHEmE . K., 5%
FUET i 5 A0 A SSRARIC . 7 i M 45 2 AT
TR A KR A S AFLPARIC By B E , #3245
ACHE P A K BRI Y B A DNA /B, i ot
PSS AR ERIEM G, EATFR T, 4k 3
T35 E BRI A K MR B A O H f TE
BAThric, HAPARid3012-2/126928) 5 78 Kt
R FEAE, FRid3012-2558K . 5 TE RIS TH v
3N ER MR HA A, FRid356455¢
1o RO ) SE A7 76 BB ARG, BRI SSRARIE 5 4E
PR EL A e v 1 ST B (3/12), [R) A 36 BH X
etk Az ZA-QTLEE I, Witk — P 30k T Je il &
AR AR B AR AR 2 I B AR A G . X 5 Ak
72 ST A R AR SRS,

Xof MR AH DG AR 0 A (] 3k PR L ) 22 o P AR
B, FRi03012-2/9 3L N BIGGEE 7 K . 52 98 filse
[0 g PR I 4 - B TR AICE, hm T
BEARSEE, R IEADE; FRid35641 3 P 7Y
BBTE ¢ = AR Bl 68 09 ¥ - 3w 1 3 A
DD, W& FHRAAFIE, KA EAAL, W&
A S HE K DI AR TE ST i E AR T RT3
1, DECTHEHFEIBB, 045075 K D] Al
TR 5 ARIC2692) 3 N B FFAE ¢ K MR A 2
{E430.07 cm, CHERFEK T YI(E & H5.1%, 5
Fm TR AEER 52 K ¥I{H28.05 cm. A,
Ve AY3012-2, 3564 F12692FR 10 1T 4 A5 F T 384 1
(R R NI i 5 2 X VNS 4S5 = I RO
e EM S0+ aMMEES, IE Rk
o FEJRERMMESE T, RG] I B 5 3 b i i —
B SR, DR Em B, A aek
HEIE N R > FARIC B B R s B

SE R
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Correlation analysis of SSR markers with growth-related traits of
mud clam (Tegillarca granosa)

SHAO Yanging', FANGJun', TIAN Ye'?, TENG Shuangshuang ',
ZHANG Leilei', CHAI Xueliang "

(1. Zhejiang Mariculture Research Institute, Zhejiang Key Laboratory of Exploitation and Reservation of Coastal Bio-resource,
Engineering Research Center for Marine Bivalves, Chinese Academy of Fishery Sciences, Wenzhou 325000, China;
2. Wenzhou Medical University, Wenzhou 325000, China)

Abstract: Growth traits of mud clam (Tegillarca granosa) are quantitative traits. In order to acquire some reliable
molecular genetic markers for growth-related traits, the correlation analysis of 12 SSR markers and growth-related
traits in 7. granosa were analyzed using 150 samples with the fourth-generation selected line of 7. granosa. And
the correlation and path analysis method were used to analyze the effect of phenotypic character on body weight.
Then results showed that the correlations among the quantitative characters reached extremely significant levels.
The shell height showed the greatest correlation coefficients to the body weight (0.930). However, the result of the
path coefficient analysis showed that the highest path coefficients were the shell width (0.432). The results of the
determinant coefficients were consistent with the results of the path analysis. In addition, a total of 61 alleles for
the 12 loci were detected (3-8 alleles for each locus), and the average number of alleles and effective number of
alleles were 5.083 and 3.038, respectively. The average observed heterozygosity (H,), expected heterozygosity
(H.) and polymorphism information content (P/C) was 0.528, 0.646, and 0.594, respectively, both of which
indicated that the population genetic diversity was high. Correlation analysis between genotypes of SSR and
growth traits indicated that 3012-2 had a significant impact on shell length, shell width and shell umbo width.
Locus 3564 showed a significant influence on shell height and radial rib width. Locus 2692 showed a significant
correlation with shell length. Our results could provide theoretical basis for the study of genetic improvement and

selective breeding of 7. granosa.
Key words: Tegillarca granosa; EST-SSR marker; growth trait; correlation analysis
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