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Cloning and sequencing of full length growth
hormone cDNA from Lepomis cyanellus
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Abstract: The full length ¢cDNA encoding growth hormone of a freshwater fish, Lepomis cyanellus, (LcGH) was
cloned from pituitary RNA with REPCR, 3 and 5 RACE (rapid amplification of cDNA ends) . The LcGH
DNA (Genbank No. AY530822), about 989t (nucleotide) long, consisted of a open reading frame with 615nt
long, 5 and 3 untranslated regions with Bnt and 224nt long respectively, and a 57nt poly (A) tail. The DNA
sequence analysis showed that there are typical Kozak sequence and polyadenylation signal. The pregrowth
hormone peptide of 204aa deduced from LdGH ¢DNA included a putative signal peptide ( 17aa) locating in its N-
terminal. There exist a Asn-Cys Thr glycosylation site at amino acid 201, and 4 cysteine residues ( No. 69, 177,

194, 202) that are essential to construct two S-S bonds in this pregrowth hormone peptide. Homological

comparision among LcGH and other species growth hormones showed that There is high homology (more than

85% ) between growth hormone of Lepomis cyanellus and that of most perciformes fish, but low homology (less

than 70%) in comparison with other species such as Siluriformes and Cypriniformes fish.
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AGAACGCTCTCACTACTCAGGTACGATCAGACTAACCAGAAGTGAATCCAGCCCTG
AAACAGAACCAGGACCCGTGCTGAGTCCAGACCAGCC

ATG GAC AGA GTT ATC CTT CTG CTG TCG GTG GTG TCT CTG GGC GTT TCC TCT
M DRV I L L L 8V V S L G V 8 8
CAG CCA ATC ACA GAT GGC CAG CGT CTC. TTC TCG ATC GCA GTC AGC AGA GTT
Q P I T DG QR L F S I AV S R V
CAA CAC CTC CAC CTG CTC GCT CAG AGA CTC TTC TCT GAC TTT GAG AGC TCT
Q H L HL L A QR LF S DTFE S 8
CTG CAG ATG GAG GAG CAG CGT CAA CTC AAC AAA ATC TTC CTG CAG GAC TTC
L g M EE Q R Q L N K I F L Q D F
TGT AAC TCT GAT TAC ATC ATC AGC CCC ATC GAC AAG CAC GAG ACA CRAA CGC
C N S DY I I S P I DKJBHTET Q R
AGC TCT GTT CTG AAG CTG TTG TCT ATC TCG TAT CGA CTG ATC GAG TCT TGG
S S V1L K L L S I S Y R L I E S W
GAG TTT CCC AGT CGT TCT CTG TCT GGA GGT TCT GCT CCG AGG AAC CAG ATT
E F P S R S L S G G S A P R N Q I
TCC CCC ARA CTG TCA GAA CTG AAG ACT GGG ATC CTG CTG TTG ATC AGA GCC
S P KL S E L KT G6 I L L L I R A
AAT CAG GAC GGA GCA GAG CTG TTT CCT GAC AGC TCC GCC CTG CAG CTG GCT
N Q D GA E L F P DS S ATL Q L A
CCT TAT GGA AAC TAT TAT CAG ACG CTG GGA TCC GAC GAG TCG CTG AGA CGA
P Y G N Y Y Q T L G S DGE S L R R
ACG TAC GAA CTG CTG GCC TGT TTC AAG AAA GAC ATG CAC AAG GTG GAG ACC
T Y E L L A C F K K D M H K V E T
TAC CTG ACG GTIT GCT AAA TGT CGA CTC TCT CCA GAA GCC AAC TGC ACC TTG
Y L T VA K CR L S P EANTC T L
TAG

*
CTCCGCCTCTCTACTGTAAAGCCAGGCCTCGTGTGGATGATGTAATCCTGTGTGTT
CTGTAGCTCCGCCTCCATGTTCTCTGTAACTAGCGTTAGCATTAGTGTCTGCCTCT
GTTCAGTGTTTTGGTGCTGAAACCCAGCGTGATGATGAAGGTTTARAGCTGTGAAC
AGGAAGTGATGTCGTACTGTCAGCGTGTGAAATARAGTGTGAGCTGTGTTGCATTC
AAAAAAAAAAAAAAARAAAAAAARAAARAAAARAAAAAAARAAAAAAARAAARAAAA

2 cDNA ( )
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Nucleotide squence of Lgomis cyanellus growth hormone ¢cDNA and the deduced amine-acid sequence

is presented below the nucleotide sequence
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('The termination coden is indicated by ” * ” , a putative polyadenylation signal is underlined, the nucleotide sequence data

reported here has been submitted to the GeneBank and EM BL nucleotide sequence databases)



