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The construction of full length cDNA library of Haliotis discus hannai
Ino from F; offspring of J;Rh family
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Abstract: In Pacific abalone ( Haliotis discus hannai Ino) , heterosis has been widely employed in seed production
for the yield improvement. Today, nearly all the Pacific abalone seeds in China have been produced by crossing
of wild type animals from Chinese and Japanese populations. In order to clone and study the expression of
functional genes which will be involved in the expression of heterosis of Pacific abalone, five cDNA expression
libraries were constructed from different families or different developmental stages. Full length cDNA expression
library, named HD-J,Rh library, was established by SMART technique using the ATripEX2 as the vector. The
mRNA was isolated from the tissues of F, offspring of J;Rh family at-6-month-old. JIRh family of Pacific
abalone had been established in June 2002 by the hybridization between a wild-type female (J;) from Japan and a
mutant red-shelled male (Rh) selected from China. Heterosis in growth rate was observed in this family at the
temperature of 10 — 157C. The double-strand cDNA was amplified by LD - PCR. After size fractionation, the
dscDNA was ligated to ATripEX2 and the recombinant bacteriophage was packaged. The titer of the unamplified
library was 6.4 x 10° pfu-mL ™" with a recombinant rate of 93.75% , and the titer of amplified library was 3.07
x 10° pfu-mL~'. The length of insert cDNA fragment was over 400bp. All of the data suggested that the HD ~
JIRh cDNA library has high titer, recombinant percentage and large insert fragment. It would be feasible to

W 7% B # :2003-05-07
FWEH A - E 2 863 HREE (2001AA621070 1 2002AA629030) . B & B R FL ¥ K £ 7 H (30271018 F1 30371117)
EEB M0 BE(1965-) , &, HILE =N BIH A BEEE, ABNRRES D TAEWEMA . Email: livxiao@ms. qdio.ac.cn



24 Ko7

E

28 %

conduct gene cloning and expressed sequence tags (ESTs) analysis.
Key words : Haliotis discus hannai Ino; family; cDNA library; heterosis
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Fig.1 Formaldehyde denaturing gel electrophoretic analysis
total RNA and mRNA of F, abalone from J;Rh family
7K 1: 8 RNA; 3k 2:mRNA;lane 1:total RNA;lane 2: mRNA
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Fig.2 Size distribution of dscDNA in 1% agarose gel
VOB M RS B/ 3KE 1. 08 cDNA
Lane M: Marker; Lane 1: dscDNA
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Fig.3 1% agarose gel electrophoretic analysis of dscDNA after size fractionating
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Fig.4 PCR analysis of 16 recombinant phage from HD - J,Rh cDNA library
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