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Tk AR IREROR A S I B £ ™
B AEE N FE IS TR AR BT TIE, 2
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BRI HZRLAR COLEE X i B Fe 510 AE S o b Pkt 3

W #5 B 89 :2013-07-26 1&[E H#A:2013-09-15
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——XN KR, REMFTC LR, FHNE COL
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?Zf“ﬁﬁ?%ﬁ" e g T T A R R R &

T AR A AT R £ A
n[“ ). H#i, GenBank 141 T %% % 4 Pampus
argenteus 1] COIFER P IR % , 2808 LX) 434 & 30
X COTF 5 B 5 AN 2 % B /] — 90 Ff, 8 7 AR B
PO 7 AFAETE 2 [, ok 75 X FL AT B 5 4%
TEH5 3R FIE#) DNA KIS E . AF5CRE T
BRI GRS S I T R AR AR A,
X HIE SRR SEA T H IR, 900 COTEN 7 B
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2010 4F 10 J1—2012 4F 9 J1 40 5 RAE Lk
FECRHEURF AL R TR 30 ( A LA ) L B 5 B 4H (i
KV R D4 AR e ) (AL ER VS B 0k
V1 AR SRR (1), 95 B8 Kuronuma 28 )

Ji R AT R R S E

B S RO ICIE L Dy 12201 ~218.3 mm,
BUORAE T b [ v R e AR S22 S % . R
GenBank 1 P. argenteus I Pampus sp. [&] {5 )75,
IR F AL T A [ 88 ( Pampus chinensis) ({75
o 21.2 ~22.0 mm) SN FEAT 8 4% 27 LU 8o
Pr(E 1),

1 $RE8
Fig.1 Pampus argenteus Euphrasen,1788
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Tab.1 Information of Pampus samples and sequences in this study
T Hh s SRAF I (8] Gt hZRe SRS
species sampling sites sampling time number accession no. accession no.
bR 2011-12 BBBI1 KF192324 DQI107596, EF607457, EF607458, EF607459,
EF607460, EU595224, FJ384702, HMO068249
& 2012-09 TWI1-TW5  KF192337-KF192341 ’ ’ ’ ’
HMO068250 , HM068251 , HM068252 , HM068253 ,
ey P 2011-09 KWI-KW5  KF192325-KF192329  HM068254, HM068255 , HMO68256 , HMOGS257 ,
P. argenteus LU KT SR 7 2010-12 PK1-PK5 KF192332-KF19233¢ HMO068258 , HM068259 , HM068260 , HM068261 ,
[T 40 B R T 2010-12 PK6-PK10 KF202046-KF202050 HIMOGE262, HMO6H263, HIMOGR264, JQO81503,
SRR ) ) ) Q738583, JQ738584, JQ738585, JQ738586,
B AL A3 e 2010-12 PKI1-PKI5  KF202041-KF202045 JQ738587,JQ738588
Pampus sp. —_— FJ652426 ,FJ652427
o [ 68 . . .
b B 5 2011-12 Pchinl-Pchin2  KF192330,KF192331 —_—

P. chinensis

1.2 KWAHE

HEFHR Xf B i HEAT AR G2 35 2E
FE o ATECHE R AL A - I G RN 6 O | e 6 6 0%
T B B ORI B8 5% 2 BE B Ok BB — 0 5 AR B A
HE B 50 Ui s RO AR R AR K Sk IR
Jak K WK IR IR B RS R AR AR
Gl PR 3 0.1 mm,

WA F AR WA B8 38 2 LA 2, R T
i — S0 5 SR UL R 41 DNA DB 2 BEUTHE R Y
K41 DNA %%+ 100 pL &K H 4 CHRAAR
T3 16 28 ki 1A DNA COL R B )54 F1.5'-
TCAACCAACCACAAAGACATTGGCAC-3'; R2: 5'-

ACTTCAGGGTGACCGAAGAATCAGAA-3’', PCR
MR FR 25 wL, f34% 1.25 U Tag DNA 45
T, 45 b 52 20 43 B 249K B 200 nmol/L {1 1F &
M 5[4 ;200 wmol/L ffJ NTP,10 mmol/L Tris pH
8.3,50 mmol/L KCI #1 1.5 mmol/L MgCl,,
MR 94 C #WiAs# 3 min; 94 C A5 45 s,
52 CiR k 45 5,72 CHEff 45 5,30 PMFEF;72 THE
i 10 min, DA b S iz #5935 BT BR DLHEER DNA 75
PO, B2 L PCR 4734 =Wk AT 1% BifsHt
BERE AL VK A I (U =5 V/em), ] UNIQ-10 #1: 5
DNA Ji [n[ i ) & i 47 B 09 By 1l i gli4k , 1%
SR A YR PR BIHEL TR Y .
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1.3 HiEAE

B3R Co 1 5 F BeFe 51 il DNAStar
PFH Y Seqman FAFHEAT L X, I 4 AN AL IE
M GenBank Jg o R 8 It A5 i T % 44 Pampus
argenteus [ CO 1 [ YR ¥ 5 AT L X 20 # o 9 16
R IR d AR 2 e B R, LA ep [ B8 O SR RE, A
MEGA 4.0 B Hy i R 50 & B M, JF 3157 411 18]
BRI NP g g B

2 4

2.1 WASHR

MEARA 16 &, A KIEE K 122.1 ~218.3
mm , B 5 43 51Ok AT BT IH R K I T (12
B) hE G (3 R) MILim (1 &) .

L iE VI - VII-39 ~ 43 ; fgfig 21 ~ 29, BV -
VI-35 ~41; B fiE 26 ~ 28,

KA NREK 23% ~30% 5 (K LKA 85% ~
92% ; &R IR 43% ~55% ;AR = AR 57%
~T72% 158 A 9% ~16% o WK kK 22% ~
26% ;MR A2 Jy 3k K 31% ~ 35% 5 R[] B oA Sk < Y
44% ~47% ;IR J5 kKK K1 39% ~47% ; et
KK 14% ~22% 5 AR A AR 25% ~38%

PRGN IR , 00 Jt , 75 10055 1 160 B 7, 75 2 I 4%
OB RS AR LA 6 mi e o SRV, M , 75 7
B2 , WS- 30 W R R0 e, i 5 A 4 T i
THRAR . MRE/IN, & 30 Sk AR w L I, 85 W) v ¢ B 6
S BT SALEN 2 A, BARAR, B0 TR
[ R 4 N A 1 KA % = R T ) P L 7 e
IN, AT BB KR B, A 5 N
. SEALANSS FEL,2 ~3+8~9=10~12,

RN /N Bt , 855 1 A0 o T 7 o = 8 I 79 1 2
WIFRAL , R . ML oE 4, LG, RIUEE S
BGVAT o KA b5 M2 A8 1 1 b 45 AR5 43
SNE G REEIE, B XA Sk K 45% ~
57% M85 SN 5 N S5 1Y 34% ~ 41% | BET5 43 X
DA 1) J S i A S B o, SR 0k IR

T8 — A, S8R /0N, A 0 O R R 5 ik U
ARGARIL R IEEL B g 5 T g R TR 6 ok
Bk, B i . MasE KoK, BT, REESr X,
N B MEE Bk 37 ~ 38,

WEREKE, BMERAE, 28R -

2.2 CO1RFIGHr
XERHERE (5 ) B AR 3H (FAK M JE ¥ | B

IRYGFLFAEI R4 S ) (B (5 8) Aduiis (1
)i 26 RARER ) CO T 3 A H B gk A7 X fi) ]
¥, #33 652 bp 1Y )7 51 ; 45 & GenBank Hy [a] i
511 (602 bp) FEAT LT 4387 o A A b iy B0 AR
BLa 139 A R 2E BALA 137 >, A + T &
H(A:25.7%;T:32.4% ) T G+ C K& &
(G:16.8% ;C:25.1% ),

DAL [ 85 Ol A REA AR RS R B R (I
2) . WNRGEWALLE I, I A 65 o 4 (565 7 1]
W h 4 AR AREL A 1T X075 ARE2 A2
FIFH A3 A S ARIT A AEE 4 24 KIF A
W, 4 MAHBERN LR N 100%, (LA
FJ384702 5 ASHIF 58 52 1) 26 & 4R B 3 51) 2R 25 )
—i,

ZHAEL group 1

99| [PK15

100

PK6 )

TW2
EU595224 South China Sea
100-DQ107596 Sandakan

70 EF607458
EF607460
100|EE607459

EF607457

- JQ684503

65JQ738586 Yellow Sea
Emgggggi ’East China Sea
JQ738584Yellow Sea
HMO068249

} 44%E2 group 2

South China Seap 4LRF3 group 3

HM068257 East China Sea

FHMO068252
HM068260 >zgg¥4

100|

67 group 4
H 308688259East China Sea
}Q%sggg Yellow Sea
69 H(%/I068254East China Sea

IRl

100 |'FJ652426 |East China Sea
HM068250
HMO068258

R EH#E Pchinensis

Pchin 1
100! Pchin 2
0.02

—_—

B2 ETHREMENRERZLEH
Fig.2 Phylogenetic tree of P. argenteus

based on neighbor-joining method
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1 CO 1 8 H o & % 25 IR 3R 73 7 Be b, KK

I3 H A SR () SCORAE  Foe I 14 R IR AU
A TR 5 A B R B, O TR

A B A — 3 I T SRR
7E 602 bp [F T4, HRE 1 NA 16 40 B AR 22
5, M AFER P I 1 AR 55 4 2 NALA 1
AL 2 S AR T S BA R S TEALRE 3
A1 bp BUTRAEZE S F 1 AL IR Y 81 R S s A4
#E 4 0,4 10 bp BYBRKE 22 57, B AL TR 7 41 B A 72

o MiAER LK I AE CO T 3 H 200 53
TR 7 50 b, 4 A 200 ) 3 4 I 2 420 0k R B AR 11
b, T UL 4 ANGLRETE CO T 3P S 36 K F T A
T —ERE RS E S,

BEFAZAT IR fie HE R e L7 HKY 230 11 5 4
ANLHAE N B ALRE (A A s AZ BE S (2 2) o AT LA
ZHBEPN Y 38 A5 BE B S5 1l 0.001 ~0. 008, 26 B[]
[ 384 B BS54 0,023 ~ 0. 155, 41 1 6] 35 1% B 5 B
BRFARE NI

R2 ANEBET COLERAFIIMNARN (MNBLE)FMAR(T=A)HEEES

Tab.2 Genetic distances of CO 1 within(on the diagonal) and among( below the diagonal) four groups

vy 2T 2 4T3 HLRF 4 A [ 65
group 1 group 2 group 3 group 4 P. chinensis
A1 0.007
ik 0.023 0.001
2R3 0.137 0.134 0.001
T4 0.155 0.151 0.154 0.008
o 0.110 0.103 0.139 0.151 0.00
3 e B &N H A R BE — 8B A
Wik 1ol s ey ;
Yamada %" Ak # i 0 I A7 A2 4 FhOE R o

1758 4, Linnaeus iz JT] X iy 4% 12 4 H b 1L
5 ) 8 4 Ay 4 N Stromateus fiatola” , 1788 4,
Jiiy #4252 58 Euphrasen 76 1[5 7 A4 S8 ] BT
WE 4 T 2 M 88 & i 2i—Stromateus argenteus
B A5 1 1] £
HERS FNIE ST A TR A, R B 22 110 88 1 28 B A AT
R ik . 1837 47, Bonaparte £E f 53 B J& 7 iff
Fi) 88 £1 45 2 Fp Stromateus candidus W, & I 5
b o RN OR PG 1 (Y Stromateus J@& #2847 18 )&
2200, I & W Pampus 1F Sy 88 & 005 J& 44, T
Stromateus XA 2 534 T R PG HZR K SF- 3 1 H
SRR 10 8 45 o (H B B 1905 4, Pampus A 4% %
HHHES

TR XEF?—T”LEPIKH i3 05 Jm 1 281
MR R RZ —, MK )8 5 e (P
argenteus) I 7 [E 48 ( P. chinensis) , W [E Bl 2~ B
SO ST BT 4 R0 2 0 S 5 A R I R AR
B8 & 025 4y o 3 BB BB ( Stromateoides nozawae) |
4B (S. argenteus) F1 1 [E 48 ( S. chinensis) , 5 3
M S BRI AR A R A (R AR R
% Stromateoides 3 ¥ Pampus., X3 B2 F{h
TUFR I 8 £0 2 A 5 4R 88 ( P. argenteus) | JK
#8 ( Pampus cinereus) 1 [E &8 ( P. chinensis) , ik

Euphrasen #1 S. chinensis Euphrasen,

Pk 85
( Pampus echinogaster) . ¥ [E #8 ( P. chinensis) Fl
KHE (P. cinereus) Liu 2% 18 & 785 g 0k F 7 16
VI Rk IR JE 2 . WA BT
I 55 Eﬁl*ﬁ’]%iﬁﬁ} NAE T N ENR Y EES A
RS fF g 4 L1020 200000 ) oy o [ Y VA B
J& BN ALHE 6 A Fh, RIELEE 68 K 68 4R EE
rh [ 65 RN B2 BE R R S 40 S8 A DG I ST A
Z AH8R & 281 43 28 5 0 RVR IH R AL, 4R 68 Bl b
TEHf BB S R AE A A DNA 0B RS
FRATTXF LR A | LI ALY A A T
HYER 5 TF R T IS o A6 R AR v [ T VAR A
FErp AT BE R AR B 5 7 Db i Sl i 46 HE
B T B A T B I e LAR N I K M £ S
Yamada """ fiI Nakabo ™’ %B}J\jﬂéﬁ%{’i?’rﬂ%f\@
FETE 4 PR 02, BIPIRAE 88 | b [ 65 A K g
I A $2 B AR B s Nakabo ™ 3 WY i 4 H 4R 88 143 A

9 88 ( Pampus punctatissimus ) .

T B IEHFW IR, X AR5 JATHI T T4 R A — 2o
A S HL R A4 T 25 48 ) R A O 1 8% VI - V-39 ~

43;}3@% 21 ~29; gV - VI-35 ~41; & 26 ~

HE RGNS, 5,2 ~3 +8 ~9 =10 ~12, 3L
Fiﬁﬂ"éfﬁmﬁﬁﬁﬂ\%n FOr XN G G TR IR
T 8 3 XN 43 SCNBE K [ J5 38 R TR 7 B
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W55 BRI S FRIE 5 DNA ZE DR 5T 1605

A, SRR JE R . AR R 37 ~ 38, BRI G
T AR08 A TR A R 5 AR 58 v A T A A AE AT 358 43
W& HAATEH B AR (2 3) ; R 88 43 70 X A9

ARALAEAE o) B, AR Liu 25 Al KPR IR 8 3% X
o ERLEE AR B, HL AT RO IR 5 A W 5T A R S &
NG

®3 BHRPRETHMERBILE

Tab.3 Comparative counts and distribution of P. argenteus in different studies

SCHR i W %5 T g R 8% i A 53
reference dorsal fin pectoral fin anal fin caudal fin  gill rakers  vertebrae distribution
ABEFE this paper VI - VII-39 ~ 43 21 ~29 V - VI-35 ~41 26 ~28 10 ~ 12 37~38 SRR
(57] 37 ~43 24 ~27 34 ~43 - 10 ~13 34 ~37 Mok TS B ) B TG
(58] 37 ~43 - - - - 34 ~37 W, TdEE H AL EEE
2! IX - XI-33 ~ 36 21 VI - 1X-32 ~35 17 11 ~17 - VR R PSP E
13 VI - IX40 ~45 21 X 43 ~47 17 18 ~23 - WA L W B,
(7] X 38 ~43 23 VI - V41 ~43 17 - 3942 B, HA
(8] X - X142 ~48 24 ~27 VI - VI, 1-41~46 17 18 ~21 - -
4 IX - XI44 ~48 22 ~24 VI - V43 ~47 20 ~22 16 ~19 40 THRAA KR
4 g g X - XI-44 ~49 22 ~24 VI - VI-42 ~48 20 ~22 16 ~21 40 ~41 LWL

Sy FARICC BTz T R e R s 4G 2R
PERFSY , GenBank Ht 3= & 1 77 41 {5 B 52 g W) Fh
B ELXT ORI 3R 4L T HEAR . CO T 3 H A B %57
P RS DNA XM 2 — N R Gk E W
LU Y, A R SR RS BB R o 4
B, Cui 22127 B 1 Pampus sp. (FJ652426 F
FJ652427 ) W] fig 2 Hif 68 55 AR 65 , (AR F 5 &5 SR 3=
Pampus sp. I AEFREA

ARy S5 B G R AT
fiE 0% 1) FH 3 26 B A7 1) )7 04 BB 9% 4 Ak 1
Dy st R A . SRR 1) AR S R B A5 O L %
T 35 1 2 46 R A A, (H Hy T A2 ) S R
HHMFAE, 2% T kA& W RS G BT 4
T 11 28 35 1R b AT DR 5 A AR TS ) 40 1)
HER R BEY A 2 B R A 0T w4
A BEE LR T A AT LA, R AL BE 1 Fngl
B3 R A LR T 5 & A 1 Ab A8 S5 T 4 A
] () 5L Ry ) W AEAE 11 b A8 S5 A 0L 4 A~ 40
FER) CO T S R B e & 3 2 K F 1 35t 4% 43 1k
WK o Xt UL B T BT B RE & 9 R AR O 4R 6H
T g 4 A4 S7 19 A 3 Rl . Meyer 2150 g,
HAH DNA Z% I A A5 0 21 (1 5] J& P i () 3t 1% 22
SN OK TR N AR 25 R, R A Z
JE B — A~ B 5 19 8] B X, #% /E barding gap, £
COTHMWAF B L, MHNEFRDOBET 2%, —
HRART 1% sifif ) 22 % KT 2% ., 1565 0 4
AN S 2H B ) 1Y a5t 1% B B R DL 21 B

P 14 3 % B B S 1L 0001 ~ 0008, 21 B 1] 11
TR B YL 0.023 ~ 0. 155, 41 Bf ) 5F 4 %
% BE B B 0 = T AL N s AL BE R UL ALRE 1 )
G AT AE A ER R ) DNA 2B 6

164 1k P B ER AR S 5T U S a3 A
TRz H R R AR BRI ik
g 2R I T I X AR T  E E FE
HEAT T, A B4R B A I 1Y f3E K IR A
16 ~20 C ,#hJE N 26 ~ 31 ; 1 B kR i 50UAR 68 1)
FH KU A 26 ~32.8 T, EhIEH 39 K4 H
B B REE 2 R . W LUE X e i o 9 &
F14 855 42 3 A7 90 1B 125 7 K R A AE W] B RO R T 4
4 GenBank 1 CO T & [H [7] V5 ¥ 5] (19 53 #7 , 48 %
G TE N | U R A I 1 Bt R AR B

TE T ) £0 R 4 0 2 HE AT Ul B R A R
AR NI R A A AE B R SETHE . T
I T A A R A K R BT RLR B B B AS [ A7
EZE S AIRIETE SR IEE M iRk T
YEH RAR K IR ME , 17 DNA 5B 5 AR a5 1)
NREFRETH TR, BaXEsmnRks
DNA Z T8 F AR A Z5 6, A BE 6 45 51 f F, oy
IFE 23 A E YW 8= X OB s
e,

Bt FH R A4F A+ 5 12 0% b BF % P Dr. Sulaiman
Almatar Fo % T8 AF 7 0 AR R AF R 8B &,

http : // www. scxuebao. cn



1606 P/ I 371 %
e [19] Stt%), ST, BERE R AR MBI R[], K™
[1] ELIME mEIFRE[M]. Bl BEREHOR T FHE A5, 1985,5:1 - 5.

KAt , 1958 ;449 —450. [20] HHQ RZEE,HRKE, S HEEHEESR S L
(2] i EPRABE S P05 B, i B RR 27 B i o F 58 B RIGPIE B 5e [T ] KRR % 57 i, 2008, 23
B0 B A (ML L at: B2 R (3):30 -32.
#,1962:760 - 763. [21] B, FEF, 5 B, 46, B 50U SR I 0 U L
[3] Rouhh, &R, MKE. KiEaKE[M]. JLat: AR Ml PR A O TR AL S [ T] . 98 i A 4R, 2011,
Bh2f kL, 1963 :407 - 410. 33(1):104 - 110.
[4] B30, BURFE. PEAKRGERRIM]. L # [22] SRRE, Hhue i, it Ik g, 55 . 3 il R Jm £ 8 2ok A
% R AL, 1987 :425. CO1RRNFINAL 5 B ARG HEALT]. [ K™ B
[5] WK% mMilFMaAEEIM]. dt 50 B % R4, °F,2008,15(3) :392 - 399.
1962 :759 - 766. (23] DM, B0E, 2 W, % B TRBARMEAR b
[6] XSEB], ReEse, St PEBTHMLITER SR BEFP A AL AR 3 A BE R 2k R gt itk Ak
SRR I C. e SO Lt B R [T iislb B2 3 5 ,2009,30(5) :20 - 26.
#,1981:25 - 38. [24] B, D3H S, 45 RiE W LR JR @R NIE S
[7] MR il CF) (M. 6 f g Rl 2 4 Ze 5 M RGIAL I R [T]. il ,2011,33
A H R AL, 1985 :431 - 435. (2):138 - 143.
[8] SkHT, BURHE, B, & Higmmak[M]. & [25] Cui Z X,Liu Y,Liu J, et al. Molecular identification
[ . K 7= HY AL, 1994 :195 - 196. of Pampus fishes ( Perciformes, Stromateidae ) [ J ].
[9] LiuJ,Li C S. Redescription of a stromateoid fish Ichthyological Research,2010,57(1) :32 —-39.
Pampus punctatissimus and comparison with Pampus [26] Cui Z X,Liu Y,Li C P, et al. Species delineation in
argenteus from Chinese coastal waters [ J]. Chinese Pampus ( Perciformes ) and the phylogenetic status of
Journal of Oceanology and Limnology,1998,16(2) : the Stromateoidei based on mitogenomics [ J ].
161 - 166. Molecular Biology Reports, 2011, 38 (2 ).
[10] AWl TR oK 77 JRy , AR 1 DXl 48 #8388 AR T 3l 1103 - 1114.
PRIR A XA LM ], W A8 AR S K2 AL, [27] BERP,HRY, B0, % B 4 4 b 31 F0 ¥ %
1986 ;419 —430. ZREPER B BT T [T ], ik, 2009, 31 (1)
[11] W E S, BRI A . IT 1 3 F A Jak 68 B 0 el % 48 - 52,
wal G A b [T, UK 7 2, 1995, 19 (4) [28] Peng S M,Shi Z H,Hou J L, et al. Genetic diversity
374 -378. of silver pomfret ( Pampus argenteus ) populations
[12] ML, & 3F . 751 X 68 0 9% J5 7] T B0 2 #r from the China Sea based on mitochondrial DNA
(I Vv K 42,1999 ,19(1) 130 - 34. control region sequences [ J ]. Biochemical
[13] FAGEE MR, X B, 4. WM/ T By Systematics and Ecology,2009,37(5) :626 — 632.
AT SIRE Z AR R LT PR 4, [29] Z4W], ks, B A, 55 AR08 3 A BF AR e IR L
2009,39 (4] 1) .333 - 337. Rtk COTRHHEMFI 27 aH[T]. LigiFEHEX
[14] JEIEMG, AR, = 8 5, 55 AROR B A 1 )N 2224k ,2009,18(4) :398 - 402.
TEFRARMOI YR LT]. 3, 2005, 27 [30] AW, JEm, B A 5T LKk D-loop X 5
(3) :246 - 250. CO 1 7 1) LU B0 BT 77 48 55 10 A AR 8 T Ak 33t 15
[15] ks, e o, 58 52, 55 S5 1L e 37 4 68 F K BR ZRAELT]. K™ 5441,2010,34(1) 19 - 25.
R PR B LB [T ], K = 2E 4Rk, 2006, 30 (5) [31] Zhao F,Dong Y H,Zhuang P, et al. Genetic diversity
647 - 653. of silver pomfret( Pampus argenteus)in the Southern
[16] MM, Dy, B w,. & ATE WM& RS Yellow and East China Seas [ J ]. Biochemical
T a5 ARKRSEELT]. 8 FE KR, Systematics and Ecology,2011,39(1) :145 - 150.
2007,28(4) :30 - 32. [32] MW, BV, S, 55, JETLORLIK Cyth JE P 1 2
[17] HEJeis, 0, o v, 45 R8N L& B $OR 5T 1 VR R T R SRR AR B AR G5 A A M [T . K AR
[T]. el ,2009,31(1) .53 - 57. Y12¢ 4k ,2011,35(5) . 745 - 752.
(18] JXuf, jfi JK ¥, FE 1. 8368 B & A W 24 OF 58 i e [33] A=, BEFHA, e di Al , 5. o [ 3 U 402 60 2Ok 1k

[J]. 1 PERF22,2010,34(1) 190 - 96.

CO 1 HP AN ST [T]. 2o 2654k 2012,

http : // www. scxuebao. cn



11 AN, R R S HHAE 5 DNA KB DB 5T 1607
37(3) :480 —488. DNA barcoding: how it complements taxonomy,
[34] Sun P,Yin F, Shi Z H, et al. Genetic structure of molecular phylogenetics and population genetics[J].
silver pomfret ( Pampus argenteus) in the Arabian Trends in Genetics,2007,23(4) ;167 - 172.
Sea,Bay of Bengal,and South China Sea as indicated [46] Zemlak T S,Ward R D, Connell A D, et al. DNA
by mitochondrial CO 1 gene sequences[ J]. Journal barcoding reveals overlooked marine fishes [ J].
Applied Ichthyology,2013,29(4) :733 —737. Molecular Ecology Resources, 2009, 9 ( suppl. ) :
[35] Sun P, Shi Z H, Yin F, er al. Population genetic 237 -242.
structure and demographic history of Pampus [47] THEE,HFH, @ KM, % VWK TFEANNIES
argenteus in the Indo-West Pacific inferred from E R AL R KR [T, K2, 2008,32(2)
mitochondrial cytochrome b sequences [ J ]. 342 -352.
Biochemical Systematics and Ecology,2012,43 .54 — (48] [ 3CoF 8K BRFNHF, 4. JT 55 T R (9 4+ %5
63. L HAEAF o Fp S Py R [T ], KRR 2
[36] Xk, &L, Z R K PEEREAENDETTR #i2,2011,35(4) :565 - 571.
[1]. 9% LR 224 1) ,2002 44,240 - 252. [49] Kuronuma K, Abe Y. Fish of Kuwait[ M ]. Kuwait
[37] Zhang J, Hanner R. Molecular approach to the Institute of Scientific Research: University of
identification of fish in the South China Sea[J]. California Press,1972.
PLoS ONE,2012,7(2) :e30621. [50] Meyer A. Evolution of Mitochondrial DNA in Fishes
[38] LiuJ,Li C S. A new pomfret species, Pampus minor [M]. Amsterdan : Elsevier Press,1993 .1 - 36.
sp. nov ( Stromateidae ) from Chinese waters [ J |. [51] Yamada U, Shirai S, Iric T, efal. Name and
Chinese Journal of Oceanology and Limnology, illustrations of fish from the East China Sea and the
1998 ,16(3) ;280 —285. Yellow Sea [ M ]. Tokyo: Overseas Fishery
[39] Hebert PD N, Cywinska A, Ball S L, etal Cooperation Foundation of Japan,1995.194 —195.
Biological identifications through DNA barcodes[J]. [52] Ui, ok, 22F 4. b EE s 62K W T8 50
Proceedings of the Royal Society B, 2003, 270 [J]. R4 ,1999 531 — 34,
(1512) 313 -321. [53] X, &L, 20 h PEHEBALREREMN
[40] Hebert P D N, Ratnasingham S, Dewaard J R. shii 2= WE o [J]. i 1 R 2% 4 1), 2002, 44,
Barcoding animal life; cytochrome coxidase subunit I 235 -239.
divergences among closely related species [ J]. [54] LiuJ,Li C S, Ning P. Identity of silver pomfret
Proceedings of the Royal Society B, 2003, 270 Pampus argenteus ( Euphrasen, 1788 ) based on
('suppl. ) :96 —99. specimens from its type locality, with a neotype
[41] Puckridge M, Andreakis N, Appleyard S A, et al. designation ( Teleostei, Stromateidaec ) [ J |]. Acta
Cryptic diversity in flathead fishes( Scorpaeniformes . Zootaxonomica Sinica,2013,38(1) :171 - 177.
Platycephalidae ) across the Indo-West Pacific [55] Yamada U, Tokimura M, Hoshino K, ef al. Name
uncovered by DNA barcoding [ J ]. Molecular and illustrations of fish from the East China Sea and
Ecology Resources,2013,13(1) ;32 -42. the Yellow Sea—Japanese - Chinese - Korean—
[42] GuoEM, Liu Y, Liu J, et al. DNA barcoding [ M ]. Tokyo: Overseas Fishery Cooperation
discriminates Pampus minor ( Liu et al. ,1998 ) from Foundation of Japan,2009 .525 —528.
Pampus species [ J]. Chinese Journal of Oceanology [56] Nakabo T. Fishes of Japan with pictorial keys to the
and Limnology,2010,28(6) :1266 - 1274. species, second edition [ M ]. Kanagawa: Tokai
(431 SKME, @ RHH, IR DURE 2. h B oK i 8 A 25— University Press,2002:961 —962,1580.
R[] P EE R REE B RPB R, [57] Last P R. Stromateidae, butterfishes, silver pomfrets
2011,41(1 -2) :51 —54. [M] // Carpenter K E, Niem V, eds. FAO
[44] Gao T X,Ji D P,Xiao Y S, et al. Description and identification guide for fishery purposes. The Western
DNA barcoding of a new Sillago species, Sillago Central Pacific. 1997 .3787 —3789.
sinica ( Perciformes: Sillaginidae ), from coastal [58] Haedrich R L. Stromateidae [ M ] // Fischer W,
waters of China [ J]. Zoological Studies, 2011, 50 Bianchi G,eds. FAO species identification sheets for
(2):254 -263. fishery purposes. Western Indian Ocean( Fishing Area
[45] Hajibabaei M,Singer G A C,Hebert P D N, et al. 51).Vol.4. FAO,Rome. 1984.

http : // www. scxuebao. cn



1608 Ko7 OF IR 37 %

[59] /SRy, BmB . M0 TP B E G Spawning frequency, fecundity, egg weight and
S EZE[T]. AL 247 ,1996,23(2) :85 - 90. spawning type of silver pomfret, Pampus argenteus

[60] Meyer C P, Paulay G. DNA Barcoding: error rates (Euphrasen) ( Stromateidae ) ,in Kuwait waters[J].
based on comprehensive sampling [ J ]. PLoS Journal of Applied Ichthyology, 2004, 20 (3 ).
Biology,2005,3(12) :2229 —2238. 176 — 188.

[61] Almatar S M, Lone K P, Abu-Rezq T S, et al.

New evidence of morphological characters and DNA barcoding of
Pampus argenteus ( Euphrasen,1788)

LI Yuan', SONG Na', KHAN Fozia Siyal', YANAGIMOTO Takashi’, GAO Tianxiang'"
(1. Institute of Evolution and Marine Biodiversity ,Ocean University of China,Qingdao 266003, China;
2. National Research Institute of Fisheries Science,Yokohama 236 — 8648, Japan)

Abstract; The Pampus fishes are important commercial species and widely distributed in the coastal waters
of China. Due to the similarities and complexities of morphological characters used in traditional taxonomy,
taxonomic confusion has arisen in Pampus concerning the nomenclature. Among the genus, perhaps none is
more confusing in the taxonomic studies than Pampus argenteus. Up to date,no reports about neotype of P.
argenteus can be found. In the present study, redescription of morphological characters and redefinition of
DNA barcoding of P. argenteus are conducted based on sixteen specimens collected from Kuwait( northern
waters of Kuwait) ,Pakistan( Sonmiani Bay,Ormara,Pasni) ,Beibu Bay and Taiwan during October 2010 to
September 2012. The diagnostic characters of P. argenteus:dorsal fin V[ — VI[-39 - 43, pectoral fin 21 - 29,
anal fin V - V[-35 - 41 ,caudal fin 26 —28. First gill arch with 10 —=12[ (2 -3) + (8 - 9) ]small and sparse
gill rakers. Vertebrae 37 — 38. In the occipital region, the area of the wavy branches above lateral line is
developed and plume-like, with a little obtuse edge. Ventral wavy branches below lateral line are curvy and
shorter than that above lateral line, and not reaching the base of dorsal fin. Combining all CO | sequences of
P. argenteus from GenBank with those of this study, four absolute groups can be found in all specimens
based on the genetic differences in amino acids and distance between groups. From the NJ tree,we can find
that only one sequence ( FJ384702 ) is similar to our DNA barcoding of P. argenteus. Therefore, it is urgent to
guarantee the correctness of all sequences from GenBank. Redescription of morphological characters and the
right DNA barcoding of P. argenteus are given,which provide a guarantee for efficient and accurate study,
and theoretic basis for classification of Pampus in future.
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