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(1S3 Kok 2 e AR Ml 0 K BB A T 95 05 AR T 361021,
2 WL PESE K P22 B WTIT AL 316004)

WE:-HRTIANAEEF, RAISONMNR22 M IEEMAENEEE A4, I 00 T AR
BHEEKERWAEXE, FRER,22ACEERNE 60 MEMIERE,FHEMLEEHA
273, FH A B EMEEIA2.3T; FHAMNE L EHN LR EGE 27 K 0.75 1 0.73, % 4
E AR ERE EEREE, G L5 E N EHEEMEE, L+ LYC0446 L &
ME T FERESE SR EE, LYCOOTT a5 R E AKMEGHERFMX(P<
0.05), P FAEH A(I6S5bp) A KERKBEERA, TUE A HEFHRKERN AR
A F ARI0;LYCO015 fn LYC0243 5K Z 2 R E M KX (P<0.05) , 5K Kk KRR ENHE XL EE
(P>0.05),LYCO015 i 5 Wy % A0 £ C(110 bp) 1 LYC0243 i 5wy & L 2 H A(160 bp) ¥
HA M EALE H, X LYCO015 [LYCO077 #n LYC0243 # AT A E A FH AN KK AEN £ F I
BOKE 3 At EKERAAGEER, 27 F BCAA fr AB, R, UEREER NS HE,

MINMM AT AERAA & HATHE, RE - REEERU 6 (BC/AA/AB), 53 ML R

BN R EARA RS - Ao mErEAER,
KRB KEE; MEERL; £KER; HX2H

HESKS, Q348; S 917.4

K ¥ 1 ( Larimichthys crocea) J& T i J& H
(Perciformes ) . 5 & £ #} ( Sciaenidae ) | ¥ 1 J&
(Larimichthys) G PRI, W BE K PRI, FH
PFREEE W AR TEY
HOR T 1987 AEHUR I Z J5 , R o fa 75 b K g
M, 2 2010 4F K AR T i R 1 20 (CR 3R
FEFE RS 8. 58 7 (7 B IR P K R
WZERMEF ) ZUFRHE, REfaA L ER
e AR B PO ) 25 IR 68 R TR O i
TEX R B P AT BAE R o SR, 5 R & 3
M FEAH S MR, A= K B BE BT T LA BT
FINL M4 2 B MR o R ek & 7 ik R AR
AR L B A7 25, oA KRG AIG, I it
A AL ZAE B o T R BOR T B I 8 0%

%5 B #5:2011-11-30 &8 B #§:2012-06-07

XEkFRAEES A

PR 7 35t 12 455 1 1 O, T 18 55 28 U MR B i
143 Fhnic, AR 5 R 20 09 15 5 T e d i il B ik
7, LR AR

B ( microsatellites ) X R faj 2 3 4 & &
( simple sequence repeats,SSRs) ,ZH1 1 ~6 bp [y
fi B B TS RS 2, )2 AR AR T HAR A W Bk
WA WAAGHFEFE 250 Itk
RS2 0 A P A A A, D 3 K R R AR
WALLER R T L A T RGO R
Y E AL SRR S5 07 (R TR R
TCHIF 5T R B A AR R RS HOAH SC 1 19 40 BT 41 38 38
AT ARSI A 1 A AR R 150 A4
P WEGE T 22 AT T A i A A6 TR 1 0 18 I
PR 23 A i B0, BEAT AR R PR G o R B T

BHWE : E RN =" FEARWET & IR (2012AA10A403) 5 23 4 PEAT Al (R 0lk ) BHITF % 5 (2009030294 ) 5 [6 58 A SR B 24 5L
T H (31172397 ) 5 #ff VL1 1 2 52 15 7 L Bk 5 FOR #7 V048 T P 22 22 BT AR A8 (20100203 )

BIFIEE : £ 55 ,E-mail; zywang@ jmu. edu. cn
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— e A RAMOIR ST N PEAR SR I R A, R R EN T 1.2 LI
Xof R AR A ) A ik PR Y K R R 3 B Y DNA #) 3% IR 5 4 0l FH R R A 1/

BRIC , D R B ) ok — 2 1 7 R R BT IR R ] 4
T AN ZH TR,

1 MRSk

1.1 SR

FIe DR B f A4 FL 2R BR LA 2007 4F 3 H {E 4@
HEA T IET S AN TR A A e
Al i (F, ) %X % ,2008 4F 10 J (2520 A i), A+
RAE 150 R H L, I E B AR R A
R . BTG > 86 15 E T 95% LB AT
{21 DNA

P57/ 5 30 vk il 42 DNA 58 40 3 OO B2 1 I
OD,, 5 OD,, , i ;£ DNA 1 Jii i Jf- ¥4 DNA ¥ i
i % 50 ng/pL RAFF -20 THRHL

PCR Z # i) PCR Sz WA %8 « S B A AR
2720 pL, H P H DNA 1.0 wL (50 ng),10 x
PCR buffer 2.0 pL,25 mmol/L MgCl, 1.6 uL,10
mmol/L dNTPs 0. 14 pL, 10 mmol/L 7| ¥ %} %
0.2 pL,5 U/pL Taq i 0.1 pL, 47K 14.76 pL,

S BT A TR S T A O 91 R KGR B

U

F1 AMREBUBIEMS AZOF T 5195 5 R NGB E
Tab.1 Microsatellite loci,repeat motif sequence, prime sequence and annealing temperature used in this study
T B AL 1 (W] SlYPE(5'-3") Bk E/C
microsatellite locus repeat motif sequence primer sequence annealing temperature

F. TCAAGTTTCCCTGTAGTC

HLJDHI137 (AC) 5 55
R:AACAAGACGCTGATTTTC
F.:GCAAAGTTTTGACTACCGAC

KPC43 (TG) ,, 58 ~ 60
R:CAGTAACCTCAGGAAGACCC
F. TTGTGGTATGACGAGGTAGG

KPC86 (CA),;AA(CA) ; 58 ~60
R:GAAAGTGTTGAGGGTTGGTC
F:ACAGTCTAAAGCTGCCAGCA

LYC0015 (AC),AGTCCAA(AC), 55
R:TGAGACCAACCACATTTCTGT
F.:AGTCCTGAGCGACTACAT

LYC0077 (CA),, 50
R:AAACACCTACACCGAGA
F.CACAGATCCTAAAGCCTACT

LYC0079 (GA) g+ (CA) g+ (TG) 57
R:AATGACTGATTCGTCCTTG
F.:AGCACTCTGAGCCCACC

LYC0080 (CA),, 50
R:CTGAGCGACAGCGTGT
F.TAAGTAGTACCTGAAGGCAACA

LYC0088 (AAG),, 60
R:GCAGGAAATAATGGAGGC
F.:TGTCACCACCACTCCTCT

LYC0095 (CA),, 55
R:AACCGCTTAGTGTTTCTG
F.CTGCGTGTTTGACATTCC'

LYCO119 (AC),, 55
R:GCGTGACTCTGGAGGATT
F.TTCCTCTTCCTCGCTGAT

LYCO0124 (TG) 5+ (TG) 55
R:TCCATCCAGTCGGTCTTT
F:GAGCGAGGACCAATCTTA

LYCO0127 (CA) 55
R:ACTCGGGAGTCTGCTAT
F.CGGGAAATGTCATTAGCA

LYC0134 (CA) 51
R:GAGCGAAATTGAAAGTAG
F.CAATCCCACTTCAAATCA

LYCO0150 (AC), 53
R:GTCTAAATCCTGGCACCC
F.TAGGTCTCGCTGAGGATT

LYC0212 (TCTT), 55
R:TTCCGTCAACAGCAGTAA

http : // www. scxuebao. cn
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microsatellite locus

B 17 41

repeat motif sequence

FIWFEEI(5-3")

primer sequence

B E/C

annealing temperature

F:AACAACCTCCATGACTGC

LYC0232 (TG), 53
R:AACCGCCTGAATAAATAC
F:GGGATGTTACTGATGCTC

LYC0243 (CA),, 53
R:TGCGTGGACATTAAGAGT
F:AGTCCTGAGCGACCACAT

LYC0249 (TG), 55
R:GAAGCCCTCCTACCAAAA
F:GATGCTGGTGGTATTGGG

LYC0403 (GA) 5 50
R:TGGGCAATTACGGAGAAT
F.CCTGTTGTGTTCTGGCTTTG

LYC0446 (GA), TD65 - 60 *
R:ACCGCGTATGTATCTCGACC
F:CGATGGTCGCGATATAGTCA

LYC0448 (GT), TD65 - 60 *
R:ACCTGTGAGTGGTCAAAGCA
F:GACACTAGCTGCTGATGCCA

LYC0451 (GT), 60

R:GAGTCAGAAGGCTGGAATGC

¥ : >k F Touch-down J5 ¥ X il K B HEAT 50 o
Notes: The annealing temperature setting used Touch-down method.

PCR Jz W #2)%:95 C 5 min;94 C 30 s,iB X
W 30 5,72 °C 30 s, fEFR 30 Yk;72 T 10 min;
15 CHAF.

PCR W) 25 6% (1) 745 11 5% TN s Tk g 56 JG Tk
Je L R R Ty AT A I A 3 PR K /N
10 bp DNA Ladder ( Invitrogen, USA) & Z: IR ¥5 i
Xof L Uk A AT A

Yoit o7 ARG BEAS AR L 1Y 25l 8
i LR PR R vl Vi R i — SR R B
LA ) — A~ 55 0 KL DR Ak B, A A 7 7 1 1) A
A7 PR 2 H T 7% R AN ), I/ B R AR IR E X
A B C-- (HHh N g SCHTERHE ) o H] Popgen
131 Pk A5 TR B AE 150 AT AR
P A [ty 45 457 3t R %% ( observed number of alleles,
N,) AR5 L B (effective number of alleles,
N,) WL Z& 4 B (observed heterozygosity , H, ) .
WA 4 & (excepted heterozygosity , H, ) )it &
AR A 2 AR f1ty 5 PR B R A7 HE S Ll B 2R A 1 5k PR 2
9 AB x BC, | % B 73 15 & 14X 00 ik DR Y L 491
W% KA AB: AC:BB:BC =1:1:1:1, B G F
NiA0.75, ] AL BB haliG 1. R EAR
B AL AA x BB, T 42 BR 73 25 o A - AR
RIRDKE 438 AB, B e 5 B 1 o 1, 1A A2
Popgen S5 HERIE L 0 M ARSI 9 0.5

FIJH SPSS 17. 0 B {4 v iy — it 2k 1 5 AU
( general linear model, GLM ) , X} {3 T3 & v & 3 A

5 R A KR (IR A v A )
Z A ST AT A M, & Z BT R 0 1 B
PE 22 7 B9 A A5, 8] Duncan 34T 2 E LA, A
5% T 5 R BB 80 43 A ) R PR R T AN T
Yy =Mt &g te&;

oy, o K SRR AMARIC SR A R R
RUE ,w BT ME, g, N5 @ A0 I RN
H, e, MBEVLER2E . X7 o5 b 38 R > F 3
i), {5 1] SPSS #1 {4t i) compare means #:f 72 i 47
S TS 3 TR AR L 358 , DA A A7 A5 S ) 36k [R] 7Y
Xof 7 F) 26 4004 2 5 A7 E 25 S T I A 9 A
REHAERMRAME,

2 45

2.1 HRHRBEESS

T AR A R AR SR 3 A A K TR AR
A7 S S R R, 3R X SR R AR s it TR
MR PEAR , 32 2B N BR IR W Z 00 IR K A
i 1) 23 AT B A5 A R A A, AR AT TR — Ry
B, XA s E AT 1 Ln e e, 2 e e Jm A 1)
AR EIES AT (£ 2) .
22 WIBMRERBERESHERL

Kl 7 150 A4~ F, Ak 23 A TR AR IC AL
s HR A T AL PCR 7 ) LK 254 AN 8 3
T, XFE LA O Af 1 352, DR IR o 3 A, UK 22
P AT B N B R 423t [ 1 R LYCO01S |
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LYCO0077 Fll LYC0243 3 A~ j5 4% 48 /A iy H vk
K g 5 o 22 A i SR A 2] 60 A4S S5 AL BRI,
K/NH 105 ~285 bp; 45 7 i 19 55 o7 H F 5L 2 ~ 4
AP 273 A BCE AR R EC 2,37, &
V7 a5 35 DR R A A TR e B FOUL I 4% 45 B
DL 3, K00 i 22 A7 s A 10 A7 5 114 K PR A
Oy AR E R T SR EF(P<0.05), Hf 7
AN PRAY Gy A e B T R 4 S E R
(P<0.01),KPC43 LYC0124 LYCO134 , LYC0212
Fl LYC0446 5 AL s AF G 43 15 8 i tE 3 4L 2 AR
2 1% LA F o 22 M0 fiH A S5 ASAL SO 2
FEAR T WG, R A& b/ 26 A
RIS AR 25 A K A 10 AL 0W I 2% 5 B2
TWRRGE, RAL G FLR a1 R2E,
Horpr LYC0446 A7 mi A 125 Jc R, WL 2% 45 B8 B 2 K
TG, Hrh—fai &+ (AA) 58 2Bk,

R AT REAFTE AL S BAE AR o
2.3 RIE—MRBEXSWESEILR

X A A Bl T R AN i B A [ i PR Y R A 026
L R BEAT SRR AT B R AE 22 TR
P A, SRR 3 A 5 B A R SR A R
LYCO077 o7 ki 5 M BT & (A1 A A g 24 52 1 35 A
FK(P<0.05), Hp E A ] A (165 bp) HAEK
PEAR R BUE A B3 A IE AR AR, T DUAE it
PR A 2 1 AR I LYC001S Al
LYC0243 Lk 2 BEMRK (P <0.05)  XHEK
PRI 9 R W A 235 (P> 0..05) , il 1 45 {37
C(110 bp) MlJm & Y%L A (160 bp) Xf 4
KA —E R IERUN o XX 3 A4 35 A0 O 1 7 5
PEAT A TR R DR R g 2 RE AR, 45ROk B,
LYC0015 .LYC0077 F1 LYC0243 3 A~ &, HAk 3
SRS BC LAA F AB(£4) .

R2 BRAESNERENREBERESSHRKitRE
Tab.2 The phenotypic data of body length,body height and weight and normal distribution test

i H e /ME R AE kel K-S ff Pa
item minimum maximum mean + SD Kolmogorov-Smirnov Z P value
&K body length(bl) 18.90 30.00 24.32 £2.06 1.11 0.17
{A % body height(bh) 5.00 9.50 7.10 £0.72 1.52 0.02
1K Jfi & body weight(bw) 110. 00 525.00 285.70 +74.35 1.11 0.17
{4 & % §{H Lnbh 1.61 2.25 1.96 +0.10 1.28 0.08
bp

LYC0015

LYC0077

LYC0243

1 MIEfA LYC0015.LYC0077 B LYC0243 7 48 MR py 1G4 R

M. DNA marker, A B .C. £/5 A A1 3L 5

Fig.1 The amplification results of LYC0015,LYC0077 and LYC0243 in 48 samples

M. DNA marker; A,B,C. different alleles.
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Tab.3 Statistic information for 22 microsatellite loci in an F, family of large yellow croaker

£ RACERR SR A BN bp ST AR WIZE WA UNE SRR P fif
locus parents genotype fragment size KN, HEHEBN, AEEH, (EH, F, genotype distribution P value
HLJDH137 AC x AB 124 ~ 142 3 2.34 0.65 0.75 A:AB: AC:BC =51:31:36:27 0.027 7
KPC43 AC x BB 136 ~ 160 3 2.57 1.00 1.00 AB:BC =97:48 0.000 0
KPC86 BC x AB 175 ~220 3 2.52 0.75 0.75 AB:AC:BB:BC =52:26:35:28 0.007 8
LYCO0015 AC x BC 105 ~110 3 2.71 0.80 0.75 AB:AC:BC:CC=30:43:30:26 0.164 0
LYCO0077 AB x AC 165 ~ 169 3 2.80 0.85 0.75 AA:AB:AC:BC =18:30:45:29 0.007 1
LYC0079 AB x AA 225 ~235 2 1.61 0.51 0.50 AA: AB =74:76 0.870 3
LYCO0080 AA x AB 180 ~ 190 2 1.70 0.58 0.50 AA: AB =58:81 0.0511
LYC0088 AB x AC 142 ~ 148 3 2.85 0.85 0.75 AA:AB:AC:BC =20:42:42:36 0.026 1
LYC0095 BC x AD 157 ~177 4 3.99 1.00 1.00 AB:AC:BD:CD =36:30:40:33 0.664 9
LYCO119 BC x AC 180 ~210 3 2.31 0.65 0.75 AB:AC:BC:CC=24:35:34:50 0.0219
LYC0124 AC x BB 111 ~ 145 3 2.55 1.00 1.00 AB:BC =93:43 0.000 0
LYCO0127 AA x AB 172 ~ 189 2 1.68 0.56 0.50 AA: AB =56:72 0.157 3
LYCO0134 AB x CC 122 ~ 165 3 2.51 1.00 1.00 AC:BC =103:41 0.000 0
LYCO0150 AN x BC 235 ~270 4 4.00 1.00 1.00 AB:AC:NB:NC =38:27:30:35 0.5229
LYC0212 BC x AB 268 ~285 3 2.23 0.65 0.75 AB:AC:BB:BC =50:21:50:20 0.000 0
LYC0232 AC x BB 110 ~ 150 3 2.67 1.00 1.00 AB:BC =72:71 0.933 4
LYC0243 AB x BB 160 ~ 170 2 1.63 0.53 0.50 AB: BB =68:61 0.5377
LYC0249 AA x AB 215 ~223 2 1.53 0.44 0.50 AA: AB =60:48 0.248 2
LYC0403 AA x AB 178 ~205 2 1.54 0.45 0.50 AA: AB =82:67 0.2191
LYC0446 AB x AB 135 ~ 140 2 1.98 0.90 0.50 AA:AB:BB =0:109: 12 0.000 0
LYC0448 AB x AA 230 ~235 2 1.64 0.53 0.50 AA:AB =63:71 0.489 5
LYC0451 AC xBC 250 ~258 3 2.67 0.77 0.75 AB:AC:BC:CC=35:33:43:34 0.630 1
HJ{H mean 2.73 2.37 0.75 0.73

R4 3MRBIENATEAREERTEZEEKERNEHERSERER

Tab.4 Means and multiple comparisons of major growth traits with different genotypes at 3 microsatellite loci

fis A A S et/ em s /cm it/
locus genotype no. body length body height body weight
LYCO0015
A =105 bp BC 30 24.41 £0.40 2.00 £0.02°¢ 303.17 £16.20
B =108 bp cC 26 24.09 £0.48 1.98 £0.03" 290.58 +17.46
C =110 bp AC 43 24.58 £0.33 1.94+0.01* 283.84 +10.55
AB 30 23.68 £0.22 1.92 £0.01° 261.83 +8.34
LYCO0077
A =165 bp AA 18 25.99 +0.48"° 2.02 £0.02° 336.67 +18.90°
B =167 bp AB 30 24.65 £0.40" 1.97 £0.02* 293.50 +14.70°
C =169 bp AC 45 23.80 £0.29*" 1.95+0.01° 273.44 +9.73"
BC 29 23.73 £0.33" 1.92 +0.02° 263.28 +13.44°
LY(C0243
A =160 bp AB 68 24.47 £0.25 1.98 £0.01° 292.28 +8.65
B =170 bp BB 61 23.99 £0.27 1.93+0.01° 269.43 +9.57

T BB A A AR 5 B R A — (R AN [ R R AL 2 (] 22 e B 36 (P < 0..05) , JE 7 BEA /i 1R 327 i DR R ) 22 5 A MB35 o MK Ln i
Ja BB
Notes: The right shoulder of mean value with the different letter are significantly different among different genotypes at the microsatellite locus

(P <0.05) ,and no letter shows that no significant difference. The mean value of body height used the Ln converted data.
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2.4 EMERBASHKIE

PR g s o O e WK Y B R T AR I
1, AR BT ST LUK B A O 2 IR AR AR 63X 3 A7 A
AT & Y 4 5 #E AT Fe 8. LYCO0015  LYC0077
I LYC0243 3 A7 mi B FE R B 3 55 4 4 4 12 Fif
SR, AR 32 AL G E R I A 150 A fk

SEBR BT 31 R R 414, CC/AB/BB 4E A
TU A BRI B X 31 FfAS [R] 5 [R50 2
AR BT 2 (R AT PO, AR AT 1 d A A TR R
4450 BC/AA/AB, 5 3 AL ki FA 3 A X I F)
T I N Y 58 4 — B0, 75 B kA AL (32 5) .

RS KEGEF, REANTRAERBAGHEEREHNF

Tab.5 Sorting according to body weight value with different genotype combinations in

an F, family of large yellow croaker

IR R 24 45 /g HRy S PR £ Rt/ Hy
genotype combination body weight sorting genotype combination body weight sorting

BC/AA/AB 520.00 +0.00 1 AC/AC/AB 273.50 +£26.93 17
AC/AA/AB 475.00 +30.25 2 CC/BC/AB 271.67 +36.32 18
BC/AA/BB 365.00 +0.00 3 BC/AC/BB 266.67 £26.19 19
AC/AA/BB 321.67 £36.09 4 BC/AC/AB 265.00 +43.59 20
AB/AB/AB 317.50 £57.50 5 CC/BC/BB 262.50 +88.57 21
CC/AB/AB 315.00 £37.53 6 AB/AC/BB 260.00 +21.79 22
AC/AB/AB 313.33 £49.10 7 BC/BC/BB 256.67 +34.44 23
BC/AB/AB 311.67 £59.33 8 AC/BC/BB 251.67 +34.44 24
AC/AC/BB 311.00 £30.39 9 AC/AB/BB 248.75 +21.93 25
BC/BC/AB 306.67 £19.22 10 AB/BC/AB 247.50 +7.50 26
AB/AA/AB 305.00 +0.00 11 AC/BC/AB 242.50 +16.89 27
CC/AA/BB 303.33 £43.43 12 CC/AC/BB 235.00 +£52.68 28
CC/AA/AB 300.00 +0.00 13 AB/AA/BB 235.00 +£0.00 29
CC/AC/AB 292.00 £19.79 14 BC/AB/BB 231.67 +54.87 30
AB/AB/BB 275.00 £42.53 15 AB/BC/BB 225.00 +30.00 31
AB/AC/AB 274.00 £23.10 16

3 e AR BRI G RNy 0.5, WK, il AT

HERPE " HGE AR A S50 8 T 0
8 L AR I A, AN 2 fo AR AR 38 A 20 A PR
) Nei [z T2 AR 4% 5 A% 1 56 [R5 7 4 4 I
TARA 2L DAY SR 5 AR 8 1 A 2 DR R B O A
18 DU AHE WU BB 5 5 o K A Bl Rk 45 2R A Ik
—H A RA S B, HIEA LN Dy AB
x CD |AC x BD #il AD x BC, i I 1435t 1% 73 #r
B AR B Nei [Q 22 30 BT 1 1) AR B 2% 3 i

J0.75[H, = 1-Y (p)’ =1-0.25"-0.25" -
i=1

0.25% -0.25% =0.75], 1iii R 5 o 78 7% 4 B o 1,
A AR A 56 DR 80 07 3% 435 A 2 A 1, 9 B I
HEER LR LTRSS RA — B0 2R AW
PR A (9 24 7K (11 AA x BB AA x CC) i, 7%
WA ZA A, B I G B 1, 1M A Nei [$

AR AE S B AR IR # A Nei RASRITBE R R
R 0 52 2 5 B, HCARLHE ) A8 A R, 33X 7 1% 2 D
F— B AR BN A A B R T R
BREER EEIFN . I, 0T R R B, B AR 45
SRS 10 L TR TR SR HE D 0 B A B o Ned ' 3t 1
T2 A BE I 8 3 B o i WL 58 e B A T
HATE I F AR BE ML 5 B e A . ASBF 5T, 45 1 T
B R 2 G T 2 B0 L 2 A R AR —
BT AT LYCO446 1) WL 7% 4 B %298 378 1y T 39
PAA T RIE F AR 55 05 2 8 2
TEIR S B (P <0.01) o AF2H 4 BT A5 AE F,
REA T g S PR B 20 A5, R BRAl A T AA SER Bk
BB AN AL AR A, A3 (4 B0 IS AR 1 9. 9% (3
W ERZA 25% 45 7% 18 AA BiE S 0,00 BB i
AN R B 1/3) 53X 4 R %L S B I T B AE
TEH G2 BB E BSOSt RN K5 A
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HERIR FE N 58 4 5000, 5 B AY JE DA L ™ 2K
FE(BIEHE >T0% ) , Kk BEHLIBORE 30 3 A i 2
MHER AR ( <10 77) 3R [l L2 RiF, 3
B i 2 5 B E AR AL (P <0..000 05)
2 th T A Ak TR Y A R I i IR B, X 2t
AL BT 2 AT BB A7 7E A AN A T R B A7 0 B ik
SEAR B RABT

AT R A i 2 B 5 2R PR R A DG
FB 5 A4 K MR G B B O B B TR A
XTI E R AA EEE X rid—
AR B RH DG 23 B 2 AR AR 10 57 A5 Y ks A Y 12 % 5K
PR A R B AR AT B E R, 25 S
I8 BA bR i 5 B AR A AR I . R, dn 2R —
AT IR R 22 S L SO S B A 25 SR AR O
AT DL AR T 5 MR B AR OG0 B, R MR
—AEEZMIRICH B AR, — BRI RE MK,
BRI O A7 A — > B MR 7 50, AT 52 B L %
TR0 8 3 P R e b A A A Y R s
WF5E T R A0 L PA) AR A ) 3R PR 3 I 2 £ X
LRI 2B SR RBTRACR , R
PRI S KRB AR AR TT &2 H C
FHEAXINEEKFE(P>0.05), fmHiER
AT T OB TR B 1 9 2, B —
LYC0002 #5ic ] fig 5 T I A % o

AT B2 B HOIR A TR0 1 R B H A F b
TR 2 R B A AR SR 2R R, A
CAARDHE I 7 Fr i B 2 & F S B i 2h
o 2R B R R 2 # 2 3 A%  PEBIE 5 A T
( Oncorhynchus mykiss) 143 5| 488 WA~ 55 1% Y P
figi i ¥R L9 (infectious pancreatic necrosis, IPN) i
PELL K PIAS 5 4% e M i i % 5 IR S5 (infectious
hematopoietic necrosis, IHN) $ii 44 5 #) QTL, A
5P 1 i B A A0 R AT A B e PR
WA IPN HUds bric B9 0L 547 fa 78 IPNV I3 55
thHAFTE H8(41.3% ) /2 ARG (1.3% ) 114 31.8
B, A THN HUR AR IC A7 L7 THNV KR i 50
HIFET- 2 (6. 0% ) (L THL bR ic 41 (70. 0% ) 1)
/12,3 5850 s 1 A& B AL R 45 8 & A (B3
TAR LB F ) 238w J A AR — DO
RO T BE T PR ) A S R
R G193 AN 35 B 8 ( HLJ302 , HLJ338 , HLJ343) {f
S P AR R BRIC R I T B ) A
SR T RAFRISCR . TEARWTSE R, St A 4k

BT 3 A5 A KA AR SR A A7 0, JE IR A A
LYCO077 , 5 M & A vy A o2 a5t 24 77 7 2 35 9 A
KRR HILNT AA DG IE AR, A O L #4545
P A AT AT A R R A B B 0k 7 5 A e 2
AR 58 TAE b, i U ST 0 L, BEEE $R 21 5
A 25 S B I ROy AR AL, AE— 4R
BERE R HER L o BEAT , A BIE T AR AT B 45 2R A A 2
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The segregation patterns of 22 microsatellite markers in an F, family of

large yellow croaker ( Larimichthys crocea)and correlation
analysis with growth-related traits

LIU Xian-de'’>, WEI Xin-jian' , CAI Ming-yi', LIU Yang', WANG Zhi-yong'"
(1. Key Laboratory of Mariculture in the East China Sea ,Ministry of Agriculture of China,
Fisheries College , Jimei University ,Xiamen 361021, China;

2. Fishery School , Zhejiang Ocean University , Zhoushan 316004, China)

Abstract: The large yellow croaker Larimichthys crocea is one of the most important fish species in Chinese
mariculture, and the research about correlation analysis between growth-related traits and microsatellite
markers is very rare. In this study, the genotype distribution of twenty-two microsatellite markers was
investigated in an F,family of large yellow croaker Larimichthys crocea of 20-month old, and the correlation
between growth-related traits and microsatellite markers was also analyzed using statistical method. The
results are as follows: A total of 60 alleles were detected, and the average number of alleles and effective
number of alleles were 2. 73 and 2. 37 ,respectively. The average observed heterozygosity ( H, ) and expected
heterozygosity ( H, ) were 0. 75 and 0. 73, respectively. The genotype distribution of partly loci deviated
severely from Mendel’ s Laws, which suggested these loci might link with the adaptive gene,and LYC0446
may link with recessive homozygous lethal genes. We discovered that LYC0077 had significant impact on
body weight,body length and body height( P <0.05) ,and the allele A(165 bp)had highest phenotype value
and can be used as a molecular marker in selection breeding; LYC0015 and LYC0243 had significant impact
on body height( P <0.05) ,and no significant effect on body length and body weight,and the allele C(110
bp) for LYC0015 and the allele A (160bp) for LYC0243 have positive effect on growth-related traits. Three
genotypes of these loci with favorable effect on growth-related traits were also determined, BC for LYC0015,
AA for LYC0077 and AB for LYC0243 respectively. The best genotype combinations ( BC/AA/AB) for
LYCO0015,LYCO0077 and LYC0243 were also selected according to body weight, which conformed to the
Additive Effects Model. The results presented here provide a starting point for the eventual mapping of
economically important genes and marker-assistant selection( MAS ) in large yellow croaker.
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