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8.0).200*g/ ml Proteinase K. 0. 5% Sarcosyl T 55 ‘Cil Ak i e, Bl & 9 400 FH By G007 5 1 W (24 © 240 © 1) fihid
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OPM OPN, OPP 41 I{IBEHL 514, FELL& 45 20 AN Eit 120 DNBEKL 514, Taq BAEEIEE Promega A7), 2
Williams 25 1990, )77 RAPD A& & 45 10mmol/ L Tris HCI(pH 8. 3). 50mmol/ L KCI. 2. 0mmol/ L MgCly .
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Tab. 1 Compare random amplifying bands of offsprings( 8, %) with that of their parents in four groups primers
TREXBEL M TREBFEMAMERE FREEBARFRMECE FREXERYAHAR

oo i H ENELSE it AH I 2% 75 DNA 4 %
¥ ? ¥ ? ¥ ? ¥ ?

N OPC 15 15 62 62 0 0 0 0

e

% OM 13 13 49 49 0 0 1 1

%% OPM 17 17 67 67 0 0 0 0
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& OPP 18 18 65 64 0 0 1 1
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Fig.1 RAPD analysis of four models by primer  Fig.2 RAPD analysis of four model by OPP13, OPP14 OPPI5
OPH13 (The arrow shows the band that offsprings  OPP16 (The arrow shows the different bands that male offsprings
have but their mother does not have) campare with the female offsprings and their mother)
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