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Research progress on germplasm resources of Hyriopsis cumingii

WANG Guiling'?, BAI Zhiyi'*, LIU Xiaojun'?, LI Jiale"*’"
(1. Key Laboratory of Exploration and Utilization of Aquatic Genetic Resources,Ministry of Education ,Shanghai 201306, China;
2. Shanghat Engineering Research Center of Aquaculture ,Shanghai Ocean University ,Shanghai 201306, China;
3. Aquaculture Division , E-Institute of Shanghai Universities ,Shanghai Ocean University ,Shanghai 201306, China)

Abstract: The freshwater pearl mussel( Hyriopsis cumingii) ,also known as triangle mussel,is a freshwater
bivalve widely distributed in China and is the commercially most important mussel species exploited for
freshwater pearl production due to its several advantageous pearl production traits. In the paper, study on the
investigation, collection and protection of germplasm resources of H. cumingii, development condition of
different molecular markers such as RAPD,SSR and mitochondrial gene were introduced and the application
of different molecular markers in genetic diversity research in H. cumingii was discussed. Meanwhile the
growth performance of H. cumingii from China’s five major freshwater lakes and nine reciprocal hybrids F,
of three excellent germplasm were compared. Then the current research status of pearl formation related
genes,immune related genes, shells and pearl color related genes was summarized. And on the basis of
interspecific and intraspecific hybridization in H. cumingii,the breeding progress of “kangle” was discussed.
Some suggestions for future resarch were put forward, such as using family selection with modern biological
technology to breed and promote new varieties which were high yield and quality, meanwhile, study on
genome of H. cumingii. This paper provides important scientific basis for genetic improvement of H.
cumingii.

Key words: Hyriopsis cumingii; germplasm resources; genetic diversity; gene resources; germplasm
innovation
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