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Plate 1

Morphological observation of H. lingmueni by light microscope

1. Overall view of H. lingmueni(4 x ) ; 2. Haptor of H. lingmueni(10 x ) ; 3. Egg of H. lingmueni(10 x ).
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Fig.1 Agarose gel electrophoresis of PCR for
28S rDNA of H. lingmueni
M1. \DNA/Hind [l Marker; M2. DL1000; 1.28S rDNA of H.

lingmueni.
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Fig.2 The MP tree of H. lingmueni and worms from GeneBank based on the 28S rDNA sequence

The number indicates Bootstrap values.
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Morphological and molecular identification of Heteromazocraes

parasitizes in Coilia nasus of the Yangtze River

XU Gangchun', NIE Zhijuan', ZHANG Shouling' , ZHANG Yong®, JIN Wu', XU Pao', GU Ruobo'”

(1. Key Laboratory of Freshwater Fisheries and Germplasm Resources Utilization , Ministry of Agriculture,

Freshwater Fisheries Research Center ,Chinese Academy of Fishery Sciences, Wuxi

2. College of Fisheries,Nanjing Agriculture University , Wuxi

214081, China;
214081, China)

Abstract. A parasite was isolated from Coilia nasus collected from Yangtze River. Morphological ( light,

scanning electron microscopes)and molecular (28S rRNA amplification ) methods were used to identify the

species of the isolates. Their typical characteristics; haptor not clearly distinguished from body proper,

provided with 4 pairs of heteromorphic clamps. Two clamps on one side are larger than other six clamps.

Narrow posterior appendage with 2 pairs of sharp hooks and egg with long filament. The results of sequence

alignment showed 100% homology to 28s of Heteromazocraes hexacantha. Neighbor-joining methods of

phylogenetic tree also showed that the isolates were in the same clade with H. hexacantha, These results

suggested that this parasite is Heteromazocraes lingmueni,and its 28S rRNA was measured for the first time

in this study.

Key words: Coilia nasus; Heteromazocraes lingmueni; morphology; parasitism
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mm 15.0kV x800

WD23.2mm 15.0kV x1.5k 30um

WD13.8mm 15.0kV x800 200um
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Plate T Morphological observation of H. lingmueni

by scanning electron microscope

1. Overall view of H. lingmueni; 2. Oral suckers on the head of H. lingmueni( arrow head) ; 3. Haptor magnified partly ,showing the open
clamp; 4. Haptor magnified partly,showing the closed clamp; 5. Viewed from the side, the state of genital atrium spawning (arrow head) ;

6. Haptor with gill filament, magnified partly , showing parasitic site; 7. sharp hooks on the posterior of parasite; 8. Egg with long filament.
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