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PR A AF 5§04 BE B ofE DNA 8 25012 44 12 11
JECREE o b e S 5 PR R A 45 AN B
HEATORAR , DT #4844 s 58 S0P I % U 1K
SRRRAF I 44 A3 53R TR LT SSR DNA 4
SRS , Ik Te SRS A R TR LR
B35 80, TF K M AR F SOR B, B T

*x1

SR BRI 58 , S B 58S B UE R i 15 2,
AR

1 AR Tk

A
A4 ANIRFE P ORIk B T @4 45 5
SRFP IR P IR I 2R IR 2R (R 1) o B R
444 20 T, G HBREE 1000 ~1 500 Ix, 6 J&5
312 h(J6):12 h(HE) .

1.1

PN IR SRR S BRI

Tab.1 Germplasm No. and origin of the samples of P. haitanensis

B RS FHAIE e e MBS FHIE A
no.  germplasm no. characters origin no.  germplasm no. characters origin
y v ey o ML WA B (CP-RLAH )
— WP (TR0 et stk TR )
1 YS I KR wild breeding 17 YSXI-1 grew fast, L
rew fast ( Dongjia island
& (Suao of Pintan) width of blade =
of Pintan)
rl Ny i - N . H: ';tﬁ 7.V K; .['uq
- WP (TR it kg BT CPIRR)
2 YS1I AreszLst wild breeding 18 YSXI-2 grew fast, ( Dongjia "laI%d
srew (Dongao of Pintan) width of blade of ]g){;l;;)
A KL PR, AR TE WFAE T CFRLAR R &) A PR, AR KHEH
3 YSTI grew fast, width wild breeding 19 PX 1 grew fast, breeding by
of blade (Dongjia island of Pintan) thickness of blade field selection
o i PR T PR ZEL) ke i KH®EE
4 YSIV ﬂ:t:f{i?& wild breeding 20 PX1I ﬂ:t:fffi?& breeding by
g (Jiangjunshan of Pintan) g field selection
AR AR, HE R TE BFAE BT TR 2510 B A5 IR KHEE
5 YSV-1 grew fast, width wild breeding 21 PXV thin of blade, breeding by
of blade (Jiangjunshan of Pintan) hard to mature field selection
AR R, AR TFA R F CFELRE FE 1) AR R i o5 I KHEE
6 YSV-2 grew fast, narrow wild breeding 22 PXV-1 grew fast, high breeding by
of blade (Jiangjunshan of Pintan) temperature resistant field selection
G PR AR TE " . "
¢kkf{;%mhﬁi§1$y¢ TFA e CFEL F 1) KR b KAEF
7 YSV-3 i wild breeding 23 PXV-2 B breeding by field
grew fast, width of blade - : grew Fast .
hard to mature (Jiangjunshan of Pintan) selection
A R TR, S T 1A BFAE BT R 2510 Az K R, AR PR
8 YSV4 grew fast, hard wild breeding 24 PXIV-1 grew fast, thickness breeding by field
to mature (Jiangjunshan of Pintan) of blade selection
AR, BT R WP A e (LR ) AR R, PR KHEEF
9 YSVI grew slowly, width and wild breeding 25 PXIV-2 grew fast, thickness breeding by field
thickness of blade (Caoyu of Pintan) of blade selection
AR, S A WPA e (K ) PR Tt s KHEH
10 YSVI-1 grew fast, easy wild breeding 26 PXIV-3 thickness of blade , high breeding by field
to mature (Dadeng of Xiamen) temperature resistant selection
AR, By PP (B ITRIE) e b B S 2
11 YSVI-2 grew fast, easy wild breeding 27 Z-17 ﬁg‘d’ %ttvﬁti b b l;: fbﬁe’ij‘m
to mature (Dadeng of Xiamen) 8 Y g
A, HAA T, e v 2 (SR
‘ 5k AT (FET ) R B
12 YSVIl A wild breeding 28 Z-19 - ) .
grew fast, width of blade, R grew fast hybrid breeding
casy to mature (Gulei of Zhangpu)
¢ s
He et | 5 e %ﬁﬁib?eijfnm ) FARCN =Y P
13 YSIX grew slowly, g 29 Z-26 red, high temperature AVCLEH
casy to mature (Dongshan islang resistant hybrid breeding
) of Zhangzhou) o
AR, BT, % 2 (S
5 B T (PR ) A el IR
14 YSX-1 . . . wild breeding 30 Z-60 : ) .
grew slowly, width of . . grew fast hybrid breeding
blade, easy to mature (Nanhai of Pintan)
AR AR, B PPA e H (R ) R S 2
15 YSX-2 grew slowly ,narrow of wild breeding 31 Z-61 ikﬂ}?% h bﬂ: d)Llet Ecjl‘
blade, easy to mature (Nanhai of Pintan) grew fas ybnd breeding
AR NS, 5y BpLE (PIRR L) AR E B T e AL sk Y
16 YSXI grew slowly, wild breeding 32 Z-66 grew Fast, high h ET b F:l‘
. . : ybrid breeding
easy to mature (Nanlai of Pintan) temperature resistant




6 3] R , 2 IR SRR U RE DNA $i5 2038 o 4 i 735

$51
s s g, 0 A e N
N KRR BT WER, i F R T
33 Z7-68 : . 39 791 breen, wirth and N .
grew fast hybrid breeding thin of blade hybrid breeding
ARG 3L S P Yaegkta, eiae)
34 z-n red, width hyb;id breeding 40 792 breen hybrid breeding
of blade
s IRLE
T B R RREL TR BT
» z rew fast hybrid breedin M Zo1 breen, hybrid breedin
g Y s stress tolerant Y s
2y ) It e . e N N
L AT HELL (425 U Vst
36 Z-80 brown, grew fast, hybrid breedi 42 YB | is breedi
width of blade ybrid breeding nacarat,easy to mature mutagenesis breeding
AR B AT Wt =
37 Z-81 grew fast, N . 43 YBII ; .
width of blade hybrid breeding breen mutagenesis breeding
= K. 5o
L, M IR A H, 4 K LA
38 7-82 nacarat, N . 44 YBII X .
arew fast hybrid breeding purple, grew fast mutagenesis breeding

T o AR AR T SRS R R X S AT G o
Notes: The germplasm No. of P. haitanensis germplasm repository of Fujian.
1.2 FHi%

DNA 250 W 85 35 W b 15 3% 1 45 o
RV B B 22 AR e T )5, B 0.5 ¢ BT
RIS ML 17 R S 35, SR G R AR 52
CTAB 3" R /E o4 BLJG #E47 DNA (14 32 U 4l
b, 75 1. 0% %) B JIg W B Jie miL 3k mp S 2 r 42 B
DNA 52 %4 , 3 4F Beckman DU - 600 #% iR &
F15E AR A A E I % DNA ¥ B,

HE] e T 80 Xf 5|4, Horp 28 X} 5|
Yk A F Xie % W I7 £3¢ EST B3 Hf T & 11
EST-SSR 547,11 %531 #15k A T Zuo " 4245
IR SR FE AL B I A& 11 SSR 5147, Higx 41 %)
S5k BT Sun 2N RS 51 ORE A

¥y ( TaKaRa) 2\ 7] 4 i o
SSR 4#7 i 2 E A2 S (BiE R k3R

T E 35 5538 SSR 448 (M B AE I N AR & Ry 225 pll
B AR Z 4 2.5 pl 10 x PCR Buffer,5 ng f&
# DNA,1.0 U Tagq fff ( TaKaRa) ,200 nmol/L |

W51 %7, 200 nmol/L i 5] % #1 200 pwmol/L
dNTP, HAEP 2% K94 C 5 min;94 T 45 s,
Tm (K5 ARE, 5 2)45 5,72 C 1 min, 35 MF
;72 C 10 min, 3% )W £F MJ reseach PTC —
200 B EGEAT, 978 U AE 10% B R NI
P e - F 60 W IHI R HL Yk 2 h, R YL i 1,
=L

RFEGAT AT ARIEY IR RO o1
HMREVNE L) B dg—re i B Ik B P A — 2%
HIIER B — ML, AR RS AL 25T 11
AT 1 A0, BB IC O -7 AR
iR RN e s 2 v Se s S N e DR E ¢
Picalc 0.6 HfEIHTHAI (D) A5 MM £
PEf8HR PIC( polymorphism information content ) {H ;

n-1

PIC =1 - ipﬁ -y izP?Pf (1)
=1

i=1j=i+l

ol P, P AR i S B
n NN FEREL

1 SSR 5|#](Phes 08 #0 Phes 12) X 44 R EESEFH BT #1805 G E &
Fig.1 Electrophoretic pattern of 44 germplasm materials of P. haitanensis with
SSR primers ( Phes 08 and Phes 12)
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A7 DNA f5s i eg M WEREER
WHE 519 e /DA s, SCREFE T A AU
A DX TER A S0, AR 4 SSR 5| 7 114 5 e L TK
S50, Rk 5 |9 T A At 44 M35 28380 B b4
HHY) DNA 580 &35 , (1145 75 % DNA $5 40813
PEr, B AR B LR 7 1 DNA $540. &
JE MR AL AR A/ TS o el 1/0 7k,
# DNA $8 80 1SR A0 A BT LA B R4 2
5 R B O R R AR AR BSOS, A o A 7 1) 5K
T SO AR A, BRI O T30 58 S T 7 o

2 AR50

2.1 SSR#RIEAH

£ SSR-PCR #5256 b, LASRHAY 44 417
SIS KL L N 4] DNA Sy 10 47 51 4 i
1, Z5 5N 80 X SSR 5 4 i i th 20 XF 514,
A LAY I AR , AR AR LR AL . IX 20 X
SSR 5| 3EHa N 2] 81 A ZANVENLAL, BEX 51K

032 Py S5 57 HE PR AR ARTE 2 ~ 6 N Z [, -2 244 05
o Bl Z S A bR PIC {H4 T 0.15 ~0.79
ZIa], B R 0.57, K 1 5|4 Phes 08 £ Phes
12 PR HLIK SR 0l B s T 4 A3 AR
fi N, PIC {55352 0. 67 F10.52, 51419 Y
SEALEEBOE 22, 1% 5 | W) AR 50 48 5 vP A 0
TR TEAS S 30y v 4™ 338 110 S5 67 5 DR BSOKR 11 4 8%
5|44 : Phes 03  Phes 06 . Phes 15 PH 47 .PH
49 PC 10 ,PC 11 .PC 13 H1 PC 23, Tfi5|¥H £
PEFEAR PIC {HAEK, T W% 51 W) X 534 Fi SR 6t
FRIRE ) R TEAS S8 vh PIC {H R TP H 50 51
W4 . Phes 03 .Phes 06 .Phes 08 ,Phes 15 Phes 27 .
PH 47 PH 49 PC 10 .PC 11 .PC 13 f1 PC 23, 7E
XPIRR TP S 80h, 3w 51 %A
9 XF, L4 48 i S RO T - 80 5 14
H PIC {Ek 1 T F X500, BEA TR IR 5250 h 51 3
B AL B 5 | 1 1) 2 385 PR AR PIC {HAE
VA F R R B

R2 20 %% SSR5|MHIFS H IS M ERY R B AN PIC H
Tab.2 Sequences,number of alleles,fragment size and polymorphic fragment information content
(PIC) of 20 SSR primer pairs

- -
. T SRILME BN p)
number fragment PIC
no- J 1) IFEEI% of alleles size
reverse primer(5'-3") forward primer(5'-3")

Phes 03  TGCTGCTGCCTCGCCTAT CACCGTCTTGTTGTGACCCTC 6 369 ~ 396 0.76
Phes 05 TGTTGAGCAAGGGCAAGACC CCATTGGCGGAAAGGGAC 3 102 ~117 0.52
Phes 06 TTGAGCAAGGGCAAGACCG GGACCAGTAGCATTCCGACGAG 5 282 ~ 300 0.71
Phes 08 TGCTGACGGACGAGGAGAAGA GCACCTGCAAATGCCACAAA 4 351 ~382 0.67
Phes 11 CGGGTCGTCGCAGTTGGTT AGAGCGGGCGTAAGCGGAAG 3 160 ~ 169 0.42
Phes 12 CAGCATTACTACGCAAACCACC AATAAAGCCACATCCGCACAA 3 347 ~353 0.52
Phes 15 GGCGCTGCTGATGGAGAA CCGAGTGATGCCAAGGGA 5 338 ~ 359 0.63
Phes 17 GACGCAGCACGCACAAAC CCGCACCAAAGGCAAGAA 3 339 ~351 0.45
Phes 20 CGCCTGCCAATGACGAGA GCAAGAACAAGGTGGAAGAGC 2 340 ~ 343 0.33
Phes 23  TCTCGCTGCCATTCATCCTC CGATGCGGTCATTGTGCTG 2 310 ~ 316 0.32
Phes 27 GTCAAGGAGACGTTGTGGGATA AGCGGAAGGAGGACAGAGG 4 400 ~410 0.61
PH 47 GACCAGGGATGGAACCCGAGG CGGTCCTGGCAGGGCAGTTC 5 181 ~199 0.66
PH 49 CTAGACGGAGTGCGGCTGAC GCTCCTCCACGAGCATCAGG 5 176 ~ 196 0.72
PC 10 CACACGGAGACGAAGCACCAA CGTAGTCACCATCGTAGCAGT 5 223 ~244 0.70
PC 11 CGCTCAACCACTTCGTCAG CATTGTTGGCGTTGTTGTCATA 6 252 ~276 0.76
PC 13 CCGTCGTCAGCAGGAGCA ATGTGAGAAGCCAGTAGGGAAAGT 6 192 ~213 0.76
PC 17 TCAACCATCAGCCATACCGAC GACATGTCCGCCACCTTGTA 2 188 ~ 192 0.15
PC22 TACCAGGTCGACCAGGAGCA TCCAACTCTGCAGTGTCCGTT 3 285 ~294 0.47
PC 23 CGGACATGATGTTTAGTGACGA GGCAAGCTGAGACGATGAC 6 250 ~277 0.76
PC 36 GCTACGCGTTTGGCTACGAG CGGTGGACGTTGTTCTGCTG 3 271 ~283 0.53

2.2 iEYEIENAER BB R BRI
HRAE 20 XF 51 PIRT 44 A 3R RSP A R
SSR 4R, Kede /D519 de D s SLREAE P

A PR A A X 23 TR B JEUU], PR 51 ) Phes
08,Phes 03 Fl1 PC 13 £k 44 /N I% 550 i A4 )
BRI A A R S A AR X 3 514
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FiBTR K DNA 58T 5 i 737

Y 16 D ZBPECLSM R 44 AR5
ST RHE 48 SIS R (T 3) o X 1 SU i 1%
Hh B Bl R AR LA LR 5 19 DNA 45 2L
lz]i’jElﬁO

| —
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B2 44 DIREEFRA B DNA 55 E g
Fig.2 DNA fingerprints of the 44 germplasm

materials of P. haitanensis

I, AR 45519 SSR J3 A 45 R vh & i 4
B4 2R B TG R TR ) 44 IR SR B e
1) DNA 45 SUETEFE AL T I RHL AT LR 9%

MR S(FR 3) , 134
B3 FY S AR I o
2.3 HESSURBI G FF & K M

N T T YR SR B 15 B AL A B % )i
IEESRM R E 1) B B AL, AT IR BT RS T
IR AR SOR B B AF—Dfr 1.0, 4 AF
IR PR PR AR R o AR AR, AT
A A BRI A2 B, RSO S AR 8 B8 20 (5l
Yo' e O F0 1 LR 15 SRS PR 20 4R o
- RDRE AR A A5 AL — o SR 5% ) Kl
JoE T S 1 o T EE A o o 11 B 45 2
AL =4, w2 A4Y) .

1T 5 PR S A R i A — A R 45 2 (2
W59 LIS S xR AT A3 52
SR PSR 45 S AT LA (AT B A
[F)5 | ¥ 5 48 SUHEAT U ED) o (1) 77 A BLi%ka
AR A 045 2080 P R — b R i S 15 20—
B0 R/ R W RO 18 805 R A 5T A e
— B FR SOMAT , Rl B i M SR A 515 L 5
(2) HAERHE I TP HRAS 25 128 hs SUM IS Y
ARG, D) S 7 S S A TR R [ P Sk s 1 A
SHs P v A P A5 B A st A AR DL (g A AR AR
PERFEIL N : GS = N/N, + N; (N N A~ FLE Rl 5
HAF A S OE R 5, N, o B HEAER AN [ (9
FEOL R0 ) AR/ NES . )5 IF 3R 2
TR 5 A A B A KR H 12 v, A e
A U2 B AE , B 70 B AT R B R 44 B Ao
BUARSCAE B4 AR L

— Bl R RS — SR

R3 M NDIREM MR IEL
Tab.3 Computerized DNA fingerprints of the 44 germplasm materials of P. haitanensis

Tift B 2 EVCREE il 51 5 B REL il 5 44 5 LIS
germplasm no.  computerized fingerprints  germplasm no.  computerized fingerprints  germplasm no.  computerized fingerprints
YS 1 1010010010001010 YSXI 1001010001010010 Z-61 1010001010010100
YSII 0101010001001010 YSXI-1 1010001010001100 Z-66 0110001010001100
YSII 0110001010100100 YSXI-2 0110010001001001 768 0110001010100010
YSIV 1010001010100001 PX1I 1010001001001010 Z-71 1010001001010010
YSV-1 1010100100010010 PXTI 0101001010001001 Z-72 0101100010100100
YSV-2 0101010010001010 PXV 0101001010010010 Z-80 1010010010100010
YSV-3 0101010100010010 PXV-1 0101001010001010 781 1010001010010010
YSV4 1010010001010010 PXV-2 0110100010001010 7-82 1010010010010010
YSVI 0101001010100001 PXIV-1 1010010010010100 Z-91 0110001001010001
YSVI-1 0110001100100001 PXIV-2 0110001100001010 792 1010001010001010
YSVI-2 0110100100010010 PX1IV-3 1010001100100010 794 1010100100001100
YSVI 0110001100010001 Z-17 1001001010010010 YB | 0110001010001010
YSIX 0110100001001010 Z-19 0110001010001001 YBI 0110001010010010
YSX-1 0110100001010010 7-26 0110010100010010 YBII 1001100010010100

YSX-2 0110001100100010 Z-60 0110100010100010
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H L, 7ESEPREAT R SR A Rl B e i, R
XA AEERERMEATHE E 51 W01 SSR P74, 3k
73 DNA Kbt 45 2, 28 Jr 4 45 B il (9 B 115
S AU 5 SOROM A, B i 53 B m]
H 345 %R a2 158 T 8 Al s A — A,
AN SRR LR A A R A S 5 AR AN U
INIZAE S A TR B AR DL R K Xt
RRTTE T 375 5 1A b o 38 7E A, S BRI 5%
PRI E B B S ARIZBS 15 SO B
ol BT E R AR R E

3 Phe

3.1 SSRRFEH ARG EEE PN A
RS8R RN B 5 1 22 LATB 2824 hric /E IR
i, 22 R TR IR AR (BB A2
FRIC 5 ZIRBE AR, A S T, TR
R [F T REAR I 3 AR L 2 S A S
& ) TR AR AE L SR B o S W BURE A T
I — BRI LS E S R R E, TS
Z AL, DNA 4» THRICH AR B 375 DNA K45
ORI 2 D 2L M 38 1 4 S, R 3% T NS AN ER
BESEFATR e XS 23 s P (7oL
M Fh Al RIS S E O AR E T &
BRI . HAEARZ 1 DNA 43 FhRic o i ik
PR MEBEE RS, SSR FRich THA
PRICECR 5, B S N R R AL B R 10 £ S
5 FLA A TR R AR A £ R U
FEIR I Ryl L R AL B S 5
Yo M TR RS20 S M A AR IT 5190, 3
TR B PORE BE % 76 A [] ) 52 06 2 1 & 9 4k 5 2 4
A BB TEA Y R T E PSR T
FT, 0y L A 490 o UAR 7 186 5 ( UPOV ) BMT
M R B %8 S S B R 2> TARIC R 2
— BB —F 4 THRICH AR 9 SNP) 1T Hih F
SSR FRiCH A HoH A, SR B, A A
AR, AT 28 B 4% Tl 4 47 DNA 5 50813
PERERY E BEkRIC Y . Bredemeijer 251 5 J 20
X SSR 5| 4% 3k 500 A PG LA i Rl HEAT T s
LAV, 45 A B W R I 3 1) 22 25057 25 80k
2 ~ 84, BN AT A IR BAL S M4k SR p
T 3% 500 £ A T4 1A 5 il 4 4 o 181335 2 A
SEPVSR T 134 %F SSR BIMIMEE T 2 457 AN /NE
SRR 4G S0 B IR G TT & T AR /832

Ji SSR 43 T-hRic % ik ) £ w5 s R 4 R M
43 X%f SSR 5| ¥yxt 83 o K & ah Fh i A7 A U, LA
I S AR S 157 A, B 5 | ke I 21 ) 5547 A8
FECR 2 ~T AR 3,65 A IR A 174
il () ID Analysis 1.0 34X 5508 2647 T 07, 45
RFH AT O X5 Pk nl LUK 83 3 #4 h 58 & IX.
Il AR A I iy NS AT R O e
ID; 55 R W% )% F 12 %F SSR 8|4 #1 2 4>
ISSR FHEG | MR EE T 70 MG B AP (R ) 1Y
DNA FHEFE SIS . fEAMIEH, P2 8X SSR
ST LATE 44 25 S0R BT R R I 21 4. 05
NZBMENL, S PIC {532 0. 57, iX 4k
5 SSR bR e 7E Fili Hb AT 4 9 v A s 0 4 SR A
A2, HAERE G fe S RS, R T 3 %
SSR 5| YiAY- Ha 45 S BP TR 44 A5 L3R Fh b
B2 X I, AR B Fh BT A R A R R 1
DNA fg2¢, i b Ui B SSR ARic th /2 15 45 3 45 &L
P i B AR AR IC . 2SR FE R A SSR FRic fE
SR B TEA EHE Y 43 F R IC I, 220N 5 A% 43 A
P FEARNR R AT IR AC FIAR HEAL , AP IE S5 55 5504
TEAN RSB0 2 A A2 e M AN EE &2 M el A 1 3R
SQUEEA HA Tz 89iE . i, AW ST AE T
B9 A3 3 1E AC SL B8 X b5 28 3% SSR ARl 4 Mt
FARERIAT T4, #7145 S d8 UK s 4
AR AR AR R PRIE T 328085 A v 5E 1k
3.2 iR%3K DNA 59 EERIHAE
TEAMEGE AR 4 3 X% SSR 5[ #y %) 44 417
SRR AR BT 25 A M T 452538 11 DNA
FRECUEIEE , HHHF K& T HHN B BCRS +8 S0R 5 3 A
AT DL S B3R 58 S Bl b R 4, SR A
AP B, 10 H 8 S 2 AT DIAR P8 75 22
B S IAH OG5 | W0 iR 4 38 38 80 B A b L, ROK T
5T 35 SRS S A A BRI A o AR FAD A
— LRl Ak A B M H DK ] R U R D AT LS
PSSR J3Hr « HL K (B i R B B g S0 1) B 4 K
PRS2 1 B 4k, 58 4l fn N W BEVE R iR 2%
i 10 RAPD AFLP F1 SRAP 3 FihRicH A 43 B 44
HET RS L R 1 DNA 84083507 H
TFaX BepRie AR A B [ A SR , 764 i s 2 K]
TR, 7 BN Ry M AR A 4 1 2 I I B M T A
PEREREY IO 5, AN ]kt G A7 AE N R BRI 3R
75, T HLA AR SR AIAR N 48 SO TSR 3, Bore
SEERN FHHATXELAAE) . 35 555K DNA $5 40 K] 1%
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R , 2 IR SRR U RE DNA $i5 2038 o 4 i 739

JE R A AR IR 2SR I TAR I B A P R
A BN R, W 5 A 5 58 3 4 B A BE DNA
TRELZSVER) 2 A, AT LA [ A 32 52 S o 58 U5
B AT A BRI, D 5 S s S S i A
PRAR 1A 1 e e (AL R B Al

SE

(1]

[2]

[10]

[11]

[12]

EVEEN. WK R A TR F A M]. b
AU IR H R, 2007 :314.

JAISET. DNA Jr FhRic SR TERL Y 0F 52 v 19 12
[M]. b5t A7 0l Hh Ak, 2005.

UPOV (Union for the Protection of New Varieties of
Plants). Guidelines for molecular marker selection
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Construction of DNA fingerprinting database of germplasm
materials of Porphyra haitanensis

XIE Chao-tian, CHEN Chang-sheng * , JI De-hua, ZHAO Guo-rui, XU Yan, SHI Xiu-zhou
(College of Fisheries, Jimei University ,Xiamen 361021, China)

Abstract: 20 simple sequence repeat ( SSR) primer-pairs were used to analyze the genetic diversity of 44
germplasm materials of Porphyra haitanensis stored in the germplasm repository. A total of 81 alleles were
detected , with the number of alleles ranging from 2 to 6,and the average was 4. 05, and the polymorphism
information content( PIC) was between 0. 15 and 0. 79, with the average of 0. 57. Then the 16 polymorphic
alleles amplified from 3 primer-pairs of SSR ( Phes08,Phes03 and PC13) were used to construct the DNA
fingerprinting dabatase of the 44 germplasm materials of P. haitanensis. In the constructed DNA
fingerprinting database, each germplasm material has its unique fingerprinting pattern and can be easily
distinguished from each other. At last the DNA fingerprints were transformed into digital fingerprints which
can be recognized by computer based on appear ance and disappear ance of amplified band in each allele,
and developed the corresponding software of digital fingerprints recognizer to predigest the germplasm
identified process. In conclusion, the fingerprinting database will provide a basis for germplasm auto-
identification and digital management of germplasm repository of P. haitanensis.

Key words: Porphyra haitanensis; germplasm materials; simple sequence repeat( SSR) ; fingerprint database
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