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Microorganism population quantitative variation and its distribution
in shellfish culture shoal of south bank in Hangzhou Bay
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(1. Cixi Fisheries Insiimute, Cixi 315300, China;
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Abstract: In the paper, the quantitative variation and distribution of microorganism population i shellfish cultwe shoal of south bank
in Hangzhou Bay was dudied. The samples were collected from 3 different sites in Hangzhou Bay. The results indicate that
heterotrophic bacteria variation is from 1. 62x 10° to 6.62x 10° cfu* g™ ', mean 4.28x 10* cfu* g~ ', and there is a low quantity in
spring and summer, rising in October and reaching the peak in November in the sample sites. About bacteria populations, dominant
species 1s grant positive bacteria, which is characterized with an obvious origin from land. Denitrifying bacteria, anmonifying bacteria
and sulfate reduction bacteria all were found in these sites and maintain a high level although there was a difference in quantity between
bottom and surface layers in the shoal, surface layer being higher than bottom.
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Tab.1 Bacteria flora in shellfish culture shoal of |
south bank in Hangzhou Bay
Clostridium* Photobaderium* , , 4
Pseudanonas * Alcdligenes
Vibrio Flexi bacter 5 ’ 11 7
Fla obacterium* Chromobacterium R 8
Badllus* Achromob acter 11 (
Microwaus Acinetobacter ’6 -1
2.52x 10 cfusg )
Enterobacteriaceae * Corynebaderium™ , 9- 10
S aphylococcus Xanthomonas
Lactobaallus Aeromonas ﬁﬂhéw %%ﬁ%/ﬁ\ ;ﬁ; )

*

Notes: * means dominant bacteria genus
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