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Expression pattern o Carassius auratus D EAD-box
family genes p68 and p110 during gametogenesis
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(1. Key Laboratory d the Ministry d Education for Devdopmental Bidlogy ,
Cdllege d Life Scence, Wuhan University, Wuhan 430072, China;

2. State Key Laboratory d Freshwater Ecoogy and Biotechnd ogy ,

Ingtitute & Hydrobidogy, Chinese Academy o Sdiences , Wuhan 430072, China)

Abgract : In order to study the potentia functions of DEAD-box family genes p68 and p110 in germ cell proliferation and
differntiation, using in situ hybridization on tissue sections with DIG labeled antisense RNA probe, we detected the location of
goldfish ( Carassius auratus) DEAD-box family genes p68 and p110 RNA during gametogenesis. The results are as follows: during
goldfish oogenesis, the expression of p68 RNA was observed in oocytes a al stages, and its expression was higher in stage
oocytes than in stage ,  oocytes. The expression of p110 RNA could not be found in stage oocytes and strong signals could be
detected in stage oocytes, but the signals became much weaker in stage ,  oocytes. During goldfish spermatogenesis, the
expression of p68 RNA could only be detected in spermatogonia and primary spermatocytes. The expression of p110 RNA was visible
throughout spermatogenesis, and its expression was much higher in spermatogonia and primary spermatocytes than in spermatids.
Based on the active expression of p68 and p110 during gol dfish gametogenesis, we speculated that they may play potentially important
roles in germ cell development of both sexes.
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1 p68 pll0
Fg.1 Detection of goldfish p68,p110 gene expression during oogenesis by in situ hybridization
A :p68 ;B :p68 ;C: H.E ;D :pl10 ; E:pl10
A D s 100

A: The expression of p68 gene can be detected instage , , ,  oocytes by anti-sense RNA probe (100 x) ;B : Detection of p68 gene expression
by sense RNA probe (100 x) ; C: H. E staining on mature ovary section (100 X ) ;D : The expression of p110 gene can be detected in stage
oocytes by anti-sense RNA probe (100 X) ; E: Detection of p110 gene expression by sense RNA probe (100 X) ;
stage , , , oocytes respectively

, , , inA andD indicae

2 p68 p110 RNA
FHg.2 Expression pattern of goldfish p68,p110 RNA in stage , oocyte
A :p68 RNA ;B :p110 RNA ; C:p68 RNA
, ( ) ;D :p110 RNA GV A B

400 ;CD 100

A:Instage  oocyte, positive signd of p68 RNA is strong and p68 RNA is uniformly distributed throughout the cytoplasm (400 X ) ;B : In stage
oocyte, positive signal of p110 RNA is intense and p110 RNA is dispersed throughout the cytoplasm. (400 x) ; C: p68 RNA is distributed ubiquitously
throughout the cytoplasm o stage oocyte and positive signal can be detected in follicle too (arrowhead) . (100 x) ; D: p110 RNA is dispersed
uniformly throughout the cytoplasm of stage  oocyte. (100 X) . GV indicate germina vesicle
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3 p68 pll10
Fg.3 Detection of goldfish p68,p110 gene expression during spermatogenesis by in situ hybridization

A p68 ; B: p68 ;C: H.E ;D pl10 ; E: pll0

100
A : Detection of p68 gene expression by anti-sense RNA probe (100 x) ;B : Detection of p68 gene expression by sense RNA probe (100 x) ;C: HE

staining on mature testis section (100 X ) ; D : Detection of p110 gene expression by anti-sense RNA probe (100 X ) ; E: Detection of p110 gene

expression by sense RNA probe(100 X) ;

4 p68 p110 RNA
Fg.4 Expression pattern of goldfish p68,p110 RNA in spermatogenic cells
A :p68 RNA s ;B :p110 RNA
, ) ; C: ,H.E ,Sg ;SC
St ; 400

A @ Intense positive signal of p68 RNA can be found in spermatogonia and primary spermatocytes while no signals can be detected in spermatids (400 X ) ;
B : Very strong signal of p110 RNA can be detected in spermatogonia and primary spermatocytes and weaker signal can be found in spermatids (400 X ) ;
C: H. E staining on mature testis (400 X) Sg, SC and St in A ,B,C indicate spermatogomia, spermatocytes and sprematomateds respectively

p110 ).
RNA , p110 RNA ,
( 1D, 2B, 2-D) ,p110
p110 , )
( p110
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