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Studies on Artemia sp. acting as a possible vector for WSSV
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(1. Fishaies Cdlege, Ocean University of China, Qingdao 266003, China;
2. Yellow Sea Fisheries Research Ingitute, Chinese Academy d Fishery Sciences, Qingdao 266071, China)

Abstract: Brine shrimp Attemia is the key animal diet during the course of the penaeid shrimp and crabs. larviculture. It is very
important for healthy larvae culture to investigate whether it could carry white spot syndrome virus (WSSV). In this study, wild
Artemia sp. with eggs and experimentally cultured children Artemia were detected using neste® PCR for the presence of WSSV. Wild
adult Artemia $. were sampled from brine pan from July to October, 2002. 20 control groups were set up after te2days nursery
period, that is, one female Atemia with eggs in each 500ml beaker, feeding microalgaec. Parents Artemia were taken out after
spawning and then frozen at - 20e . About 20 days later, five children ones were taken out and detected by neste® PCR together with
the parents, respectively. The results showed that WSSV positive products could be detected in Artamia, not only in wild adult
Artemia but also the filial generation, and DNA sequence of the amplified product accords with the designed pecific amplified me
accarding to sequence analysis using sequence analysis software Bioedit 4. 8. 8.. The positive rates of wild brine shrimp and the filial
generation were 58% and 43% , respectively. In addition, there seemsto have some relation between parents and filial generation s
detecting results of the same genealogies. However, we could not tell whether WSSV could vertically transmit in Artemia or not, and
there still needs some work to further verify this. In conclusion, the results showed that brine shrimp Artemia could possibly act as
reservoir a mechanical vector for WSSV, thus, Artemia diet during shrimp or crabs. larviculture might lead to WSSV infection.
Therefore, it is necessary to quarantine the brine shrimp befare being fed to shrimp ar crabs in arder to cultivate healthy larvae.
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Fig. 1
(a):1- 12:7, 7, Ty, 19, 15, 11, 11

Electrophoretograms of nested PCR products of parents and children Artemia
5o 125 12, 195, 12, 12, §138 PCR Kl 45 e (b) 1 1- 20:18,, 19, 7,, 11, 115, 5,, 175, 7, 85

8, 11, 8, 1, 1y, 2., 19, 12, 6, 195, 12, H3X PAR K MLE U, (o)1 1= 6: 160, 16, 16,, 16, 16, 16;

M: DL2000 73 T-fAnifk; P FH X R 982bp) s N: 14X 1

(a): 1- 12 : the results obtained with nestePCR performed on 74, 71, 7, 194, 15, 114, 11s, 125, 120, 19, 124, 12%;(b) : 1-

20: products

obtained with neste®PCR performed on 18, 19y, 75, 1L, 113 5, 170, 75, &, &, 11y, &, Ly, 13, 21, 19, 125 6, 195, 14;(c): 1- &

nested2PCR products of 16y, 16y, 165, 163, 164, 165

M: DL2000 Marker(2000,1000, 750,500, 250, 100); P: positive control; N: negative control
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Tab. 1

WSSV

WSSV carrying condition of parents and filial brine shrimp

FAX  filial generation

FAR  filial generation

A parents 1 2 3 1 5 A pararts 1 2 3 1 5
I, + + + + - - 11, - - - -
20 + + / / / / 2 - + + + + + + +
30 + + + + + / / 1By - / / / / /
40 + / / / / / 4y - - - -
50 + ++ +++ - - / 150 - / / / / /
6) + + + 4+ 4+ - / 160 + + + + + + + + - + +
To ++ - - 17, - / / / / /
8, - + + - R - 18, + + / / / /
9 - / / / / 19, + + - ++ + + + +

10, + / / / / /

o+ R ER R+ + BIPEAE; + PIPERES; - KM 1 RECRE

Notes: + + + means srong positive results; + + means relatively strong positive results; + means relatively weak positive results; - means

negative results; / means undetermind
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Fig.2 Alignments of WSSV sequence and the amplified sequence( gray shadows denote identical base)
sequencel: § W1, 2. 98 B 5 I 1) (982bp) ; Sk TR PCR 514 P1LP2 IR 47 B
sequencel : Amplified sequence; sequence2: WSSV sequence; the position of the PCR primer P 1, P2 are showed by arrows
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