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RAPD analysis o genetic mar ker s affiliated
with disease resigant trait in shrimp

LIU Ang, MENG Xianhong, KONG Jie,LI Jian,WANG Waei-ji
( Yellow Sea Fisheries Research Ingtitute, Chinese Academy d Fishery Sciencss, Qingdao 266071, China)

Abdract: The samples of Penaeus chinensis and Penaeus vannamei were the third and the first generation
respectively by selective breeding which have been artificidly infected with WSSV. Random amplified
polymorphic DNA (RAPD) technique was employed to analyze such samples that were still very healthy over
ten days with 220 primers. 99 distinctive genetic markers afiliated with disease resistant trait were obtained, as
analyzed, 18 were from P. chinensis disease resistant team with the molecular weight varying from 460 -
2305bp , and 81 were from P. vanname disease resistant team with the molecular weight varying from 435 -
2287bp. Of 220 primers, 77 primers obtained distinctive genetic markers from the two teams, among which 3,
2 and 1 distinctive fragments could be obtained from 4, 13 and 61 primers, respectively.
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Fg.1 RAPD result of the two kinds of shrimps
15091317 21: ;2 610 14 18 22: ;
37 11 15 19 23: ;4 8 12 16 20 24:

1,5,9,13,17,21 :experimental group of P. chinersis; 3,7,11,15,19,23:experimental group of P. chinensis;
3,7,11,15,19,23 :experimental group of P. vanname ;4,8,12,16,20,24 :comparison team of P. vanname .
M :2000,1000,750,500,250,100bp

1 RAPD
Tab.1 Screen result of shrimps genetic marker s affiliated with disease resigant trait by RAPD technique
5t03 (bp) 5103 (bp)
No. primer sequence size species No. primer sequence size species
1 TCGGACGTGA 707 40 CTCCCTGCAA 925
2 GGAAGTCGCC 1720 41 CCCCTCACGA 920
3 AGTCGTCCCC 922 42 CCCCTCACGA 721
4 GAAACACCCC 985 43 ACGCCCAGGT 656
5 GAAACACCCC 1655 44 ACGCCCAGGT 685
6 GAATCGGCCA 771 45 ACGCCCAGGT 1656
7 GGTGATCAGG 1582 46 ACGCCCAGGT 1721
8 CCGAATTCCC 460 47 ACGCCCAGGT 839
9 CCGAATTCCC 760 48 ACGCCCAGGT 938
10 CCGATATCCC 1083 49 ACGCCCAGGT 553
11 GGGATATCGG 975 50 ACGCCCAGGT 743
12 GGAAGCTTGG 660 51 ACGCCCAGGT 1502
13 ACGGTACCAG 515 52 ACGCCCAGGT 718
14 GGCTGCAGAA 435 53 ACGCCCAGGT 1661
15 CCAGTACTCC 978 54 ACGCCCAGGT 481
16 CCTCTAGACC 556 55 ACGCCCAGGT 570
17 TCAGGGAGGT 509 56 ACGCCCAGGT 1630
18 AAGACCCCTC 2000 57 ACGCCCAGGT 2270
19 AGATGCAGCC 1047 58 ACGCCCAGGT 1568
20 TCACCACGGT 1017 59 ACGCCCAGGT 706
21 CTACTGCCGT 1158 60 ACGCCCAGGT 2305
22 GGACTGCAGA 1165 61 ACGCCCAGGT 1865
23 ACCTGGACAC 2000 62 ACGCCCAGGT 798
24 AAGGCGGCAG 765 63 ACGCCCAGGT 977
25 TTTGCCCGGT 672 64 ACGCCCAGGT 745
26 ACATGCCGAT 2000 65 ACGCCCAGGT 1000
27 TCATCCGAGG 1022 66 ACGCCCAGGT 1039
28 TCTCCGCCCT 447 67 ACGCCCAGGT 652

24 © 1994-2010 China Academic Journal Electronic Publishing House. All rightsreserved.  http://mmw.cnki.net
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1
5to 3 (bp) 5to 3 (bp)
No. primer sequence size species No. primer sequence size pecies
29 AATGCGGGAG 1504 68 ACGCCCAGGT 1910
30 CAGAGGTCCC 1225 69 ACGCCCAGGT 1640
31 TTTGGGGCCT 778 70 ACGCCCAGGT 1505
32 TCCGATGCTG 943 71 ACGCCCAGGT 702
33 ACCGTTCCAG 1622 72 ACGCCCAGGT 1492
34 CTGGGTGAGT 1611 73 ACGCCCAGGT 672
35 TCCACTCCTG 1000 74 ACGCCCAGGT 2215
36 GGCAGGCTGT 1568 75 ACGCCCAGGT 957
37 AACGGCGACA 497 76 ACGCCCAGGT 725
38 AGGACTGCCA 1058 7 ACGCCCAGGT 701
39 GGTGAACGCT 1843 78 ACGCCCAGGT 1927
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