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Polymerase chain reaction ( PCR) amplification on
diagnosis of Siniperca chuatsi virus disease

LI Xirrhui, WU Shwqin, LI Kairbin, BAI Jurjie, PAN Howjun, LUO Jiarren, JIAN Qing
( Pearl River Fishey Research Institute, CAFS, Guangzhou 510380, China)

Abstract: Two RAPD fragments of Siniperca chuatsi virus ( SCV) genome DNA recovered from agrose gel were
inserted into plasmid pUC19 (called SCVE369 and SCVE450). The sequences reported the length of cloned
fragments were 369bp and 450bp. It doesn’ t show significant homology sequences against to those in GenBank.
According those sequence two oligonucletide primersets (P1/ P> and P3/P4) were designed and used to amplify
genome DNA of SCV by the method of Polymerase Chain Reaction (PCR). The results showed primer ( Pi/ P2)
could specially amplify 369%p in size’ s fragment in SCV genome. Furthermore, this primer set was used to test
the DNA samples including the normal mandarin fish, cultured fish naturally infected with SCV and the fish
artificially infected by SCV. The 369bp in size PCR product was only obtained in the mandarin fish carried SCV.
Primer (Pi/P3) can been used to diagnose SCV disease of mandarin fish.
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5’ ctgtagtaagttgttatttgagtaggggcce
tattgcaggccccttttatgecgecggtga
ttccggcaaaggcecggcaatcgecattatte
aggcatcggectcgggcectcccactggtgacece
ttgcggcecgcagcattaccaccataataglg
gcectggtgtttttegegggggettgetettt
accttggtcttcaatcgcactcettgaggtt
attgaggaatccaatggtgctgtitcaactce
cttaattacctctgatgecgggtegttggcece
gttcagagaattgaggatgctccgcaaatec
tgecgggcecttattgcectcataataaatctctc
tatttaggtttgtgtgtggettagttgecca
aaggtgcta3/

5 attcttggtgtcacgattcgattccgaatc
gattctcaattcaaaagtgattgttaattga
g taaatggaaagggagcactactttcagget
cltactcccctgaaatgcaacatgaaaccta
actggcacttaagctaactggtcttgttgaa
g gltcactglictgactcacaagaggaaacgcg
gltcagtcatgtgaccgcectctgattaccecglg
gcttccagcectccgcecagetceccecctecegggtt
t aagctgttttattgactttagecctgattcg
aagctgctacgtagcectgcectgttcacagtccg
gagttccagaagacgccgcagcaccgtcaca
tagacagggactttttatttctttcctgtgg
cagcaaacacaacacgcagccltittcactaac
tgttatactgecgccctgagctcagetgecaca
cttcatggctgactgac3’
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Fig.4 The differences between mandarin fish nuclei DNA Fig. 5 The PCR results using primer P/ P> to
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