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Sequence comparison of mitochondrial DNA 12S rRNA
region between Eriocheir sinensis and Eriocheir japonica
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Abstract: The primers of FEriocheir sinensis and Eriocheir japonica were designed by using the sequences of
mitochondrial DNA 128 rRNA region of Drosqphila yakuba and Daphnia pulex. 457 base pairs of encoded 125
rRNA region of mitochondrial DNA were amplified and sequenced. The length of sequence of two species was
the same, the A, T, G, C contents were similar, which were 159bp(34. 79%) , 177bp(38. 73%) , 51bp( 11.
16%), 70bp ( 15. 32% ) and 15%p (34. 79%), 178bp ( 38. 95%) , S0bp ( 10. K% ), T0bp ( 15. 32%)
respectively. Between E. sinensis and E. japonica, there were 5 different sites, that were transition sites at
98bp, 151bp, 317hp, 417bp, and transversion site at 294bp.
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miDNA 12S RNA PCR ,
1
1.1
-20C
1.2
1.2.1 DNA
0. 1g , DNA ( Pharmacia Biotech GenomicPrep Cells and
Tissue DNA Isolation Kit) Kit DNA Hydration , S0HL
DNA 47T
1.2.2 mtDNA 12S rRNA
GENETYX- ATSQ mtDNA ,
mtDNA 128 tRNA 12S tRNA- F: CTAGTRCACTTTCCAGTACA (21bp)  12S
rRNA- R: CY AGGATTAGATACCCTRTT(20bp)
1.2.3 mtDNA 12S rRNA PCR
DNA DNA, Takara PCR Thermal Cycler MP(TP3 000) PCR
PCR 25 UL, : 20~ 50 pmol* ML ' 1 B, ANTPS(Takara) 2HL, 10 % Ex Taq
Buffer( Takara) 2.5 BL, Ex Taq polymerase( Takara) 1. 25U, 1Hg DNA 1 ML,
PCR :947C 455, 457C 455, 72°C 45s 35 72°C
420s PCR 1. 5% ,EB ,
1.2.4
DNA 16C
8UL, :pGEM - T Easy Vector( Promega) 0. SHL, DNA Ligation Kit Ver. 2 (Takara) 1
401, DNA 3.5HL
1.2.5
18] DNA (

Pharmacia FlexiPrep Kit), EcoR 1 DNA, DNA
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1.2.6

Amersham Thermo sequence fluorescent labelled primer cycle sequencing kit with 7- deaza
- dGTP DNA DNA Pharmacia ALF
express DNA mtDNA 12S rRNA GENETYX -
ATSQ
2
2.1 12S rtRNA PCR

mtDNA mtDNA 12S rRNA
PCR ; (D
mtDNA ’ ’

2.2 12S rtRNA
457bp( 2) A TG C , 159bp ( 34.

79%) 177bp(38.73%) S5lbp( 11. 16%) T0bp( 15.32% ); 159bp( 34.
79%) 178bp(38.95%) S0bp(10. 94%) T0bp( 15. 32%)

5 ,  98bp 151bp 317bp  417bp
,  294bp
mtDNA 12S rfRNA
M 1 2 3 -4 N
19
AT ,6C (1) ] D- Loop 1 mbNA PCR
PCR AT Fig. 1 PCR amplification result of
AT mitochondial DNA 12S RNA region
’ ? M: 1kb; 1: 5 2~ 4 H
9 N:
(RFLP) AT
2.3
, 1
1988 DNA
Tab.1 Sequence composition of mitochondrial DNA
12S rRNA region of E. sinensis,
[7] E. japonica, Dros g hila yakuba, and Dap hnia pulex
8
¥ Guo 1 AR N%) G%) (%) ()
5 34.79 38.73 11. 16 15.32 457
’ (E. Hepuensis) Monti 3479 3895 1094 1532 457
’ 36. 59 37.69 10. 20 15.52 451
[10] 32.34 3211 15. 60 19.95 436
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L1

CTAGATACAC TTTCCAGTAC ATCTACTATG TTACGACTTA TTTCACTTAT AAATGAAAGC
CTAGATACAC TTTCCAGTAC ATCTACTATG TTACGACTTA TTTCACTTAT AAATGAAAGC

*

GACGGGCGAT ATGTACACAA TTTAGAACTT ATATCTTGTT AGCTTATTAA ACTAAAAATA
GACGGGCGAT ATGTACACAA TTTAGAACTT ATATCTTATT AGCTTATTAA ACTAAAAATA

*

CAATCAAATC CATCTTTATA ATAATATTAT CTTATTAATC CGCAGTAAAG TAATTTACTG
CAATCAAATC CATCTTTATA ATAATATTAT TTTATTAATC CGCAGTAAAG TAATTTACTG

TAACCCATTT TACCTTGCTT ATTGGCTGCA CCATGATCTA ATTTTACTAA ACAACTAAAT
TAACCCATIT TACCTTGCTT ATTGGCTGCA CCATGATCTA ATTTTACTAA ACAACTAAAT

*

TTAATAATTT TTCCTTTAAG AATTATCTGA TAATGATGGT ATACAAACTG TTAGAATTAC
TTAATAATTT TTCCTTTAAG AATTATCTGA TAATGATGGT ATACAAACTG TTATAATTAC

%
TAAAGCAAGT AAGATTTITC GTGGTTTATC GATTCTAAAA CAGGTTCCTC TGAATAGATT
TAAAGCAAGT AAGATTCTTC GTGGTTTATC GATTCTAAAA CAGGTTCCTC TGAATAGATT

*

AAATTGCCGC CAAATTTTTT AAATTTTAAG TATTTATCTT TTACTAATTC AGTTTTATAT
AAATTGCCGC CAAATTTTIT AAATTTTAAG TATTTATCTT TTACTAATTC AGTTTTGTAT

TAAATTTATT TTAGAATAAC AGGGTATCTA ATCCTAG
TAAATTTATT TTAGAATAAC AGGGTATCTA ATCCTAG

2 DNA 12S rRNA (457bp)
Fig.2 Nucleotide sequence (457bp) of mitochondrial DNA 12S tRNA region of E. sinensis and E.jgonica.
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