24 2 Vol. 24, No.2
2000 4 JOURNAL OF FISHERIES OF CHINA Apr. , 2000

o8 mIA EEL EH R

( ,  266003)
( ., 266003)"
(LZ) (LD) (QD)
(TP) 9 20
ILZ QD 60.0%, 55.0% 1Z LD TP QD
1.422%£0.165 1.238%0.085 1.207%0.086 1.326%0. 119
0.216 £0.050 0.165%0.036 0.139+0.034  0.195 0. 042 ,LZ QD
LD TP ,
, 0.050 0,
0.009 9

Allozyme variation within Crassostrea plicatula
and Crassostrea gigas from Shandong coastal waters
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ABSTRACT Allozyme variation within three natural populations of Crassostrea plicatula from Shandong
coastal waters (LZ, LD and QD) and one cultured population of C. gigas from Rongcheng (TP) were
investigated by horizontal starch gel electrophoresis. 20 loci were detected in 9 enzymes. The percentages of
polymorphic loci were 0% in IZ and QD populations and 55% in the other two. High variation was shown in
LZ and QD populations. Mean heterozygosity observed in 1Z, LD, TP and QD was 0. 216 0. 050, 0. 165
0.036, 0.139 %0.034 and 0. 195 0. 042 respectively. Mean effective number of alleles varied from 1.207 £
0.086 to 1.422 £0. 165. More genetic variations were shown in IZ and QD populations than in ID and TP
populations. Heterozygous deficiency was common in all populations. Nei distance between TP and the other
three populations of C. plicatula were very similar to each other, but the largest one still below that of LZ and
QD (0.0500). The smallest Nei distance was between LLD and TP populations( 0. 0099) . The research indicated
that C. plicatlaand C. gigas might belong to the same species of C. gigas.
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( Crassostrea plicatula Gmelin) (C. gigas Thurberg) ( Ostridae)
( Crassostrea) , ,
E1~ 5]
(LZ) (LD) (QD)
(TP) ,
1
1997 4~ 7 ,
40~ 30
( - 87T ) 0. Imol/L.  pH7.0
(V/W=11) 15000 ¢/ min (4°C) 15min,
12%, 1.2em(TC 7.0 ) 0.6ecm(EBT 8.7 )
1.28mA/em 0. 64mA/em (4 C) , 12h 0. 15cm
[ 6]
9 1
1

Tab. 1 Enzyme assayed, buffer systems, number of loci

(GPI) 5.31.9 TC 7.0 2
6 (G6PD) 1.1.1.49 TC 7.0 2
(IDH) 1.1.1.42 TC 7.0 2
(LAP) 3.4.11.1 TC 7.0 2
(ME) 1.1.1.40 TC 7.0 3
(MDH) 1.1.1.37 TC 7.0 3
(PGD) 1.1.1.44 TC 7.0 2
(FGM) 2.7.5.1 TC 7.0 2
(SOD) 1.15.1.1 EBT 8.7 2
100, 100
12....17
Hardy-W einberg ,
2
9 20 <95% L7 GPI-
1 G6PD- 1 G6PD- 2 IDH- 1 IDH- 2 LAP- 1 ME- 1 ME- 2 MDH- 1 PGD- 1 PGD- 2 PGM- 1
QD GPI- 1 G6PD- 1 G6PD- 2 IDH- 2 LAP- 1 ME- 1 ME- 2 MDH- 1 PGD- 1
PGD-2 PGM- 1 PGM- 2 12 ; LD GPI- 1 G6PD- 1 G6PD- 2 IDH- 2 LAP- 2

ME- 2 ME~ 3 MDH- 1 PGD- 1 PGD- 2 PGM- 2 TP GPI- 1 G6PD—- 2 IDH- 2
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LAP- 1 ME- 2 ME- 3 MDH- 1 PGD- 1 PGD- 2

PGM- 1 PGM- 2 11

2 TP . 0.139%0.034,
:LD 0.165%0.036 QD 0.195%0. 042 LZ 0.21610. 050
x— ,LD 55% TP 45% QD 40% |V/ 35%
Hardy-W einberg ,
LD TP , —-0.507%0.125 - 0.489=*0.115 Qb LZ
- 0.312%0.131 - 0.357%0. 122 , 0. 000
LZ PGM- 2 0. 633 Lz PGM- 1 IDH-1 ME- 1; LD ME- 2
ME- 3 PGD- 2 ;TP ME- 2 ME- 3  MDH- 2; QD ME- 1 ME- 2
|/ IDH- 2 MDH- 1 PGM- 2; LD MDH- 1 PGM- 1;TP GPI- 1 ME
-1 MDH- 1 QD GPI- 1 G6PD- 1 IDH-2 PGM- 2
LZ 1. 422 %0. 165, TP 1.207 0. 086 J1Z QD
,TP LD
2
Tab.2 Summary of genetic variation in four populations
LZ 0. 60 0. 216 0. 050 0.29310.036 1. 2210. 165 - 0.357£0.122
LD 0.55 0. 16510. 136 0.300£0.041 1. 238 +0. (85 - 0.50710.125
TP 0.55 0. 139£0. 034 0.259£0.043 1. 207 %0. 086 - 0.48%%0.115
QD 0. 60 0. 19510. 042 0.30510.043 1. 326 0. 119 - 031210.131
3
i 3 (1)
Tab.3  Genetic similarity (I* ) and genetic distance ( Dnei)
, LD 1Z () LD(2 TP (3) QD (4
, 0.0099, LZ QD (1) - 0.9559 09529  0.9512
0.0469 0.0166 (2) 0.0450 - 0.9901  0.983 3
(3) 0.0469  0.0099 - 0.983 6
(4) 0.0500 0.0169  0.0166 -
, 0.0500 LD LZ QD T
0.0450 0.0169 LZ
3
, 1.207 £0.086 1. 422 *0. 165 GPI
- 1 IDH- 2 PGD- 1 PGM- 1 PGM- 2 6 ,G6PD-2 LAP-1
5,
LZ QD , 0.216 £0. 050 0. 195 0. 042;
LD 0. 165 £0. 036, ., Beaumont'”
[9] 48

0.147%0.059 TP
[10]

, 90%
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